
R-M343
This is the modal haplotype for the whole tree including any subtrees.
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This is the marker distribution for the whole tree including any subtrees.  The color indicates the relative frequency of the alleles.
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--- R-L389 ---
f_284166 Stuart zzL21suspect [1335-1065-1922-17]

--- R-V88 ---

The vertical grey lines are separated 10 generations apart.



R-V88
This is the modal haplotype for R-V88.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-V88.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

f_145087 Fancisco R1b-EARLY>P25>V88 [mv88- uas]
f_6307 Donefer R1b-EARLY>P25>V88 [mv88-C2]

f_40065 Weil R1b-EARLY>P25>V88 [mv88-C2]
f_M7028 Sameh R1b-EARLY>P25>V88* [mv88-D3]

f_M8555 zzzUnknown R1b-EARLY [mv88-D3]
f_213306 Kawaf R1b-EARLY>P25>V88 [mv88- uas]
--- R-V69 ---

f_28424 Lumsden R1b-EARLY>P25>V88 [mv88-B1]

The vertical grey lines are separated 10 generations apart.



R-V69
This is the modal haplotype for R-V69.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-V69.  The color indicates the relative frequency of the alleles.
modal

f_149225 Najd R1b-EARLY>P25>V88>V69+ [mv8869]

The vertical grey lines are separated 10 generations apart.



R-L389
This is the modal haplotype for R-L389.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L389.  The color indicates the relative frequency of the alleles.

modal
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-5
-6
-7
-8
-9

--- R-P297 ---
f_248006 zzzUnk(Bennett) zzL21suspect [49- uas]

f_97835 Ofen R1b-EARLY>P25>L389* [ma25389-A1]
f_N83832 DeMao R1b-EARLY>P25>L389** [ma25389-A2]

f_67723 Humphries R1b-EARLY>P25>L389** [ma25389-A2D]
f_N26020 Segarra R1b-EARLY>P25>L389** [ma25389-A2A]

The vertical grey lines are separated 10 generations apart.



R-P297
This is the modal haplotype for R-P297.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-P297.  The color indicates the relative frequency of the alleles.
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--- R-M269 ---
f_185376 Britton zzL21suspect [253- uas]

--- R-M73 ---

The vertical grey lines are separated 10 generations apart.



R-M269
This is the modal haplotype for R-M269.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-M269.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6
-7
-8
-9

--- R-L23 ---
f_236409 Sobelman R1b-EARLY>P25>L389>P297>M269 [mm-a42611-150]

f_163904 Urovish R1b-EARLY>P25>L389>P297>M269* [mm-a42611-A]
f_N29316 Sznajderman R1b-EARLY>P25>L389>P297>M269 [mm-a42611-150]

f_83 Falk R1b-EARLY>P25>L389>P297>M269 [mm-a42611-A2]
f_66137 zzzUnk(Jewish) R1b-EARLY>P25>L389>P297>M269 [mm-a42611-A2]

f_V1987 Simberg R1b-EARLY>P25>L389>P297>M269 [mm-a42611-A2]
f_207685 Kortoshian R1b-EARLY>P25>L389>P297>M269* [mm-a42611-C1]

The vertical grey lines are separated 10 generations apart.



R-L23
This is the modal haplotype for R-L23.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L23.  The color indicates the relative frequency of the alleles.
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-4
-5
-6
-7
-8
-9

--- R-L51 ---
--- R-Z2103 ---

The vertical grey lines are separated 10 generations apart.



R-Z2103
This is the modal haplotype for R-Z2103.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2103.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6
-7
-8
-9

f_7817 Hollingsworth zzL21suspect [253-1716-11]
f_102551 Chausse R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]

f_26521 Blair R1b-EARLY>P25>L389>P297>M269>L23* [mml2303-a40610-Y]
f_145692 Earhart R1b-EARLY>P25>L389>P297>M269>L23>Z2103* [mml2303-a40610-Y]

f_159888 Kubatiev R1b-EARLY>P25>L389>P297>M269>L23>Z2103* [mml2303-a40610-W]
f_82745 Peed R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]
f_82745 Peed R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]

f_235750 Grewer R1b-EARLY>P25>L389>P297>M269>L23* [mml2303-40610]
f_239214 Malyshev R1b-EARLY>P25>L389>P297>M269>L23>Z2103* [mml2303-a40611-X]

f_78344 Feldman R1b-EARLY>P25>L389>P297>M269>L23 [mml2303-40610]
f_84950 Ciulla R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-D]

f_133447 Theriau R1b-EARLY>P25>L389>P297>M269>L23 [mml2303-40610]
f_32700 zzzUnknown R1b-EARLY>P25>L389>P297>M269>L23 [mml2303-40610]

f_257843 zzzUnknown R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]
f_M7552 Al-J R1b-EARLY>P25>L389>P297>M269 [mm- uas]

f_202985 Murad R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]
f_184381 Melik-Matevosian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303- uas]

f_N66406 Seguer R1b-EARLY>P25>L389>P297>M269>L23>Z2103* [mml2303-a- uas]
f_235305 Alzuwaimel R1b-EARLY>P25>L389>P297>M269 [mml2303-40610-F]

f_H1614 del Badia R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]
f_257842 Bork R1b-EARLY>P25>L389>P297>M269>L23>Z2103* [mml2303-a- uas]

--- R-L150.2 ---
f_M7545 Abdulrahim R1b-EARLY>P25>L389>P297>M269 [mml2303-a40610-Z]

f_127630 Ehrman R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]
f_207692 zzzUnk(Armenian) R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-A]

f_222584 zzzUnkName R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-A]
f_149196 Melik-Yeganian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C]

f_164210 D’Atabekian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611]
f_E15865 Hasan R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611]

f_155696 zzzUnk(Armenian) R1b-EARLY>P25>L389>P297>M269>L23 [mml2303-40611-C]
f_214115 zzzUnk(Armenian) R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C]

f_222587 zzzUnk(Armenian) R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C]
f_174260 Melik-Barkhudaryan R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C]

f_218980 zzzUnkName R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C]
f_152976 Arghutian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C1]

f_149198 Atabekian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C1]
f_172963 zzzUnk(Armenian) R1b-EARLY>P25>L389>P297>M269>L23* [mml2303-40611-C1]

f_222593 zzzUnkName R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-C]
f_222572 Makin R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611]
f_128958 Abovyan R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-B]

f_185570 Kalantarian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40611-B]
f_174262 Beylerian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-H1]

f_N91155 Hampian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-H1]
f_176794 Hovannisian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-H1]

f_184158 Ketendjian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-A]
f_79073 Volkov R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-A]

f_164199 Melik-Adamyan R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-L277-44614]
f_158999 Haynes R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610-B]

f_155695 Melik-Parsadanyan R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-L277-53711-A]
f_184611 Parsadanian R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-L277-53711-A]

f_30885 Mattoli R1b-EARLY>P25>L389>P297>M269>L23* [mml2303-40610-A]
f_236189 Ganz R1b-EARLY>P25>L389>P297>M269>L23* [mml2303-L277-57810]

f_N97723 Lakkis R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L277.1+ [mml2303-L277-53416]
f_M8090 Al-Obeidli R1b-EARLY>P25>L389>P297>M269 [mm- uas]

f_95535 Wahl R1b-EARLY>P25>L389>P297>M269>L23>Z2103 [mml2303-40610]
f_210142 Suliman R1b-EARLY>P25>L389>P297>M269 [mm- uas]

--- R-L584 ---

The vertical grey lines are separated 10 generations apart.



R-L150.2
This is the modal haplotype for R-L150.2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L150.2.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1

f_16910 Robinson R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L150.2+ [mml2303-L150!-43716-A]
f_108347 Seymour R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L150.2+ [mml2303-L150!-43716-A]
f_247019 Ware R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L150.2+ [mml2303-L150!-43716-A]

f_64409 Smith R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L150.2+ [mml2303-L150!-43716-A]

The vertical grey lines are separated 10 generations apart.



R-L584
This is the modal haplotype for R-L584.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L584.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

f_235098 Alekseevich R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L584+ [mml2303-L584- uas]
f_191405 Philibossian R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L584+ [mml2303-L584-38811]

f_164200 zzzUnk(Armenian) R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L584+ [mml2303-L584-57212]
f_152974 zzzUnk(Armenian) R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L584+ [mml2303-L584- uas]

f_205749 Al-Jeloo R1b-EARLY>P25>L389>P297>M269>L23>Z2103>L584+ [mml2303-L584-59411-A1]

The vertical grey lines are separated 10 generations apart.



R-L51
This is the modal haplotype for R-L51.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L51.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6
-7
-8

--- R-L11 ---
f_203417 Zinck zzL21suspect [253-2534-2185-1066-T]
f_115886 Westbrooke R1b-EARLY>P25>L389>P297>M269 [mml2303-40610]

f_236058 Mugbil R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313- uas]
f_148406 Finney R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313- uas]

f_97317 Eagleton R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313-A]
f_132478 Greenlaw R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313-A]

f_221412 Scot R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313-A]
f_67450 Malysz R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313-A]

f_40747 zzzUnkName R1b-EARLY>P25>L389>P297>M269>L23 [mml2303-40610]
f_231206 Cornwell R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313- uas]

f_22103 Warner R1b-EARLY>P25>L389>P297>M269>L23>L51* [mml2351-a1313-B]

The vertical grey lines are separated 10 generations apart.



R-L11
This is the modal haplotype for R-L11.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L11.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6
-7
-8

--- R-P312 ---
f_264182 Hocking zzL21suspect [253-2534-2185- uas]

f_227066 Mitchell R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11- uas]
f_136502 Vawden R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-1115]

f_206123 Diggs R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11- uas]
f_16296 Foster R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-39214-A]

f_128054 Van Der Meij R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-39214-A]
f_B1201 Forrester R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-39214-B]
f_B1201 Forrester R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-39214-B]

f_72584 Crawford R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11- uas]
f_169774 Adams R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11- uas]

--- R-U106 ---
f_164249 Arnold R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11- uas]

f_N2197 Coontz R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11- uas]
f_151345 Merkel R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-1013]

f_154776 Gil [pl238-1715]
f_N63307 Jackson R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-1312]

f_N24160 Pergrem R1b-EARLY>P25>L389>P297>M269>L23>L51>L11* [mml2351-L11-1312]
f_173139 Desley [d-6171312]

The vertical grey lines are separated 10 generations apart.



R-P312
This is the modal haplotype for R-P312.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-P312.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6
-7
-8

--- R-L21 ---
f_10042 Elder [p-1915-A]
f_10042 Elder [p-1915-A]

f_191094 Gordon [p-53711-C]
--- R-DF19 ---

--- R-L238 ---
f_221477 Rodriguez [d81-48714-?]

f_E2198 Da Cruz Simıes [p- uas]
f_86910 Morgan [p- uas]

f_192606 Veliaminov [p99-40611]
f_254676 Ramos [p- uas]

f_170885 Armstrong [pa-53711-A]
f_166446 Armstrong [pa-53711-A]

f_93884 Armstrong [pa-53711-A]
f_233522 Beorn [pa-53711-A]

f_208664 Hewitt [pa-53711-H]
f_39684 zzzUnknown [p- uas]

f_207624 Stewat [pa-53711-A]
f_127272 Livingston [pl238-1715-A]

f_N113736 Markey [d617- uas]
f_10272 Fisher [p- uas]

f_118045 Jerome [pa-59411-A]
f_22627 Rowley [pa-59411-A]

f_21572 Ellis [pa-59411-A]
f_131410 Ireland [p- uas]

f_28000 Meek [pa-39214]
f_34748 Jenkins [pa-39214-A]

f_205772 Mathew [pa-39214-A]
f_11005 Edwards [p-1915-A]

f_51865 McFarlane [pa- uas]
--- R-DF27 ---
--- R-U152 ---

The vertical grey lines are separated 10 generations apart.



R-DF19
This is the modal haplotype for R-DF19.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF19.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

--- R-DF88 ---
--- R-Z302 ---

The vertical grey lines are separated 10 generations apart.



R-Z302
This is the modal haplotype for R-Z302.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z302.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2

f_180696 Roberts [pd19302- uas]
f_214701 Chevalier [pd19302-1012]

f_166103 Garrett [pd19302-1012]

The vertical grey lines are separated 10 generations apart.



R-DF88
This is the modal haplotype for R-DF88.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF88.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_166647 Powell zzL21suspect [253-1716]
f_N15110 Henrotte [pd1988-1523]

f_238859 McGregor zzL21suspect [49-23- uas]
f_149327 Kilian [pd1988-1523-B]
f_202404 Jones [pd1988-1523-C]

f_270557 Morrison zzL21suspect [z3931414]
f_N72143 Allen [pd1988-1523-644-C]

f_222038 Gunn [pd19- uas]
f_196999 zzzUnknown [pd19-1523-E]
f_N11543 Persson(Kalmar) [pd1988-1423]

f_N4489 Tinning [pd1988-1523]
f_96908 Miller [pd1988-1523-D]

f_208772 Müller [pd1988-1523-D]
f_18939 Miller [pd1988-1523-D]

--- R-L644 ---
f_N74432 Mouer [pd1988-1523-D]

f_140062 Dit Turgeon [p- uas]
f_N67065 Fowler [pd19-171010]

f_N114031 Granger [pd19-171010]
f_135814 zzzUnknown [pd19-171010]

--- R-L1199 ---
f_21344 Grant [pd1988-122615]

f_121522 Grant [pd1988-122615]
f_90842 Grant [pd1988-122615]

f_93864 Grant [pd1988-122615]
f_179369 Grant [pd1988-122615]

f_27245 Grant [pd1988-122615]
f_80907 Samuel Herbert Ruddle DOB July 7, 1880 [pd1988-122615]

f_N48936 James Stuart, b.c.1759 Fife Scotland [pd1988-122615]
f_66646 Laurendeau [p- uas]

f_139938 Reichel [pd19- uas]
f_228727 Zapotoczny [pd19- uas]
f_169333 Carrera [p- uas]

f_N43634 Faulconer [pd1988-1011]
f_145248 zzzUnknown [pd1988-1011]
f_92328 Wiley [pd1988-1011]

f_202649 Findley [pd1988-1011]

The vertical grey lines are separated 10 generations apart.



R-L1199
This is the modal haplotype for R-L1199.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1199.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_185462 Gordon [pd1988-1199-A]
f_157462 Phillips [pd1988-1199-A]

f_112728 Renny [pd1988-1199-A]
f_93184 Ranney [pd1988-1199-A]

f_230076 Ranney [pd1988-1199-A]
f_93670 Stiles [pd1988-1199-A]

The vertical grey lines are separated 10 generations apart.



R-L644
This is the modal haplotype for R-L644.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L644.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

f_8585 Fletcher [pd1988-1423-A]
f_100480 Derks [pd1988-1523]

f_233563 Jefferson [pd1988-1523]
f_181628 Sutherland [pd1988-1523-644-C]
f_48438 Wetmore [pd1988-1523-644-C]

f_249457 White [pd1988-1523-644-C]
f_27045 White [pd1988-1523-644-C]

f_87210 Follis [pd1988-1523-644- uas]
f_86044 Verelst [pd1988-1523-644-B]

f_93592 zzzUnknown [pd1988-1523-644-B]
f_142851 zzzUnknown [pd1988-1523-A]

f_55699 Andrew [pd1988-1523-644-A]

The vertical grey lines are separated 10 generations apart.



R-L238
This is the modal haplotype for R-L238.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L238.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3

f_215530 zzzUnk(Ray) zzL21suspect [X1363-6919- uas]
f_N81880 Garden [pl238-1715-A-Nor]

f_131613 zzzUnk(Smith) [pl238-1715-A-Nor]
f_243401 Ytre-Eide(Stryn) [pl238-1715-A-Nor]

f_29135 Nilsson(Vimmerby) [pl238-1715-A]
f_N68759 Auke(Svelvik) [pl238-1715-A-Nor]

The vertical grey lines are separated 10 generations apart.



R-L21
This is the modal haplotype for R-L21.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L21.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6
-7
-8

--- R-DF13 ---
--- R-DF63 ---

f_37201 Berry R1b-P312>L21** [X13- uas]
f_8814 Blancett R1b-P312>L21** [X13-1011]

f_29568 Blanchett R1b-P312>L21 [X13-1011]
f_94428 Meadows R1b-P312>L21** [X13-1313]

f_20156 Breen [p- uas]
f_47238 Davis R1b-EARLY>P25>L389>P297>M269 [mm-a42611]
f_47238 Davis R1b-EARLY>P25>L389>P297>M269 [mm-a42611]
f_52253 Davis zzL21suspect [X13-131411]

f_176224 Ferrel zzL21suspect [z171114]
f_158521 Lynch R1b-P312>L21 [z171114]

f_N4964 Gilgunn R1b-P312>L21 [z171114]
f_227092 McConnell zzL21suspect [z171114]

f_187737 Kelley R1b-P312>L21 [z171114]
f_N71588 McDermott R1b-P312>L21 [z171114]

f_252763 zzzUnk(Wood) R1b-P312>L21 [z171114]

The vertical grey lines are separated 10 generations apart.



R-DF63
This is the modal haplotype for R-DF63.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF63.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4

f_N35864 Evans R1b-P312>L21 [253-1716-P]
f_208171 Allan R1b-P312>L21>DF63* [X1363-219]

f_N90495 Passmore R1b-P312>L21>DF63* [X1363-219-B]
f_238019 Bertrand R1b-P312>L21 [X1363-21]
f_236449 Bertrand R1b-P312>L21 [X1363-21]
f_243119 Bertrand R1b-P312>L21>DF63* [X1363-21]
f_234677 Bertrand R1b-P312>L21>DF63* [X1363-21]
f_229499 Bertrand R1b-P312>L21>DF63 [X1363-21]

f_298668 Bertrand R1b-P312>L21>DF63 [X1363-21]
f_255828 Blanford zzL21suspect [zDF13unassigned]

f_256925 Bengtsson(Sunne) R1b-P312>L21 [zL21unassigned]
f_218600 Davis zzL21suspect [253-2534-2185-1066-B]

f_232541 Roma R1b-P312>L21>DF63* [X1363-219]
f_57663 Duncan zzL21suspect [X1363-56511]

f_224420 Lowden R1b-P312>L21>DF63 [X1363-56511]
f_237196 Lowden R1b-P312>L21>DF63 [X1363-56511]

f_191950 Lowden R1b-P312>L21>DF63** [X1363-56511]
f_158507 Darr zzL21suspect [z3931414]

f_12311 Broom R1b-P312>L21 [X1363-219-A]
f_N11946 Broom R1b-P312>L21>DF63 [X1363-219-A]

f_12380 Broome zzL21suspect [X1363-219-A]
f_34193 Broom zzL21suspect [X1363-219-A]
f_240012 De Brome R1b-P312>L21>DF63 [X1363-219-A]

--- R-CTS6919 ---

The vertical grey lines are separated 10 generations apart.



R-CTS6919
This is the modal haplotype for R-CTS6919.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-CTS6919.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3

f_127090 LeBlanc R1b-P312>L21>DF63 [X1363- uas]
f_N66966 Gery R1b-P312>L21>DF63>CTS6919+ [X1363-6919- uas]

f_206124 Black R1b-P312>L21>DF63 [X1363-6919-1415]
f_113383 Black zzL21suspect [X1363-6919-1415]

f_N51736 Black R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]
f_242907 Black zzL21suspect [X1363-6919-1415]
f_236265 zzzUnk(McFarlane) zzL21suspect [X1363-6919-1415]

f_202607 MacFarlane R1b-P312>L21>DF63 [X1363-6919-1415]
f_267631 Black zzL21suspect [X1363-6919-1415]
f_204474 McAlister R1b-P312>L21>DF63 [X1363-6919-1415]

f_98697 McAllister R1b-P312>L21>DF63 [X1363-6919-1415]
f_218190 Irvine R1b-P312>L21>DF63 [X1363-6919-1415]

f_245311 MacFarlane zzL21suspect [X1363-6919-1415]
f_188353 McFarland R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]

f_253055 McFarland R1b-P312>L21>DF63 [X1363-6919-1415]
f_61519 McFarlane zzL21suspect [X1363-6919-1415]
f_230321 McFarlane R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]

f_123258 McFarlane zzL21suspect [X1363-6919-1415]
f_247319 MacFarlin zzL21suspect [X1363-6919-1415]

f_101775 McFarland zzL21suspect [X1363-6919-1415]
f_50803 McFarlane zzL21suspect [X1363-6919-1415]

f_143673 McFarlane zzL21suspect [X1363-6919-1415]
f_194544 McFarlane zzL21suspect [X1363-6919-1415]

f_N76446 McFarlin R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]
f_158745 McFarlane zzL21suspect [X1363-6919-1415]

f_113242 McFarlane zzL21suspect [X1363-6919-1415]
f_154169 McFarlane zzL21suspect [X1363-6919-1415]

f_195504 Lennox R1b-P312>L21>DF63 [X1363-6919-1415]
f_172350 McFarlane  R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]

f_58476 MacFarlane R1b-P312>L21>DF63 [X1363-6919-1415]
f_N16301 McFarland R1b-P312>L21>DF63 [X1363-6919-1415]

f_203471 zzzUnk(McFarlane) R1b-P312>L21>DF63 [X1363-6919-1415]
f_149904 McFarland zzL21suspect [X1363-6919-1415]

f_267785 McFarland R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]
f_48766 McFarland zzL21suspect [X1363-6919-1415]

f_39652 McFarland zzL21suspect [X1363-6919-1415]
f_156473 McFarland R1b-P312>L21>DF63 [X1363-6919-1415]

f_77891 McFarland zzL21suspect [X1363-6919-1415]
f_250082 zzzUnk(McFarlane) zzL21suspect [X1363-6919-1415]

f_130889 McFarlane zzL21suspect [X1363-6919-1415]
f_61105 McFarland zzL21suspect [X1363-6919-1415]

f_51598 Franklin R1b-P312>L21>DF63 [X1363-6919-1011]
f_49976 Franklin R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1011]

f_B2414 Franklin R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1011]
f_85548 Franklin zzL21suspect [X1363-6919-1011]

f_54798 Franklin R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1011]

The vertical grey lines are separated 10 generations apart.



R-DF13
This is the modal haplotype for R-DF13.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF13.  The color indicates the relative frequency of the alleles.

modal
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-8

--- R-L1335 ---
f_33102 Bracewell R1b-P312>L21>DF13>CTS1751+ [1751-1010]

f_15224 Bracewell R1b-P312>L21>DF13>CTS1751+ [1751-1010]
f_55018 Brazile R1b-P312>L21>DF13>CTS1751+ [1751-1010]

f_151925 Brazzil R1b-P312>L21>DF13>CTS1751+ [1751-1010]
f_90167 Cook zzL21suspect [1751-1010]

f_266167 Sumner R1b-P312>L21>DF13>CTS1751+ [1751-1010]
f_25095 Clark R1b-P312>L21>DF13>CTS1751+ [1751-1010]

f_126057 Bracewell R1b-P312>L21>DF13>CTS1751+ [1751-1010]
f_55192 Whalen R1b-P312>L21>DF13>CTS1751+ [1751-1010]

f_83115 Whelan R1b-P312>L21>DF13>CTS1751+ [1751-1010]
f_255748 zzzUnk(Whalen) [p-57810-A]
f_255748 zzzUnk(Whalen) [p-57810-A]

f_45460 Dorris zzL21suspect [1751-1010]
f_57993 Prosser R1b-P312>L21>DF13>CTS1751+ [1751-1010]

f_245917 McGregor zzL21suspect [1751-1010]
f_157138 Markham zzL21suspect [1751-1010]

f_N29988 Nielson(Vejle) R1b-P312>L21 [49- uas]
f_175660 De Grey R1b-P312>L21>DF13 [49-2329-11-HyM]

f_241871 Howell R1b-P312>L21 [49-?-1110]
f_176932 Gilbert zzL21suspect [z1812]
f_132018 Vaughan zzL21suspect [z9914-A]

f_218064 Edgcombe R1b-P312>L21 [z9914-E]
f_219514 Edgcombe R1b-P312>L21 [z9914-E]

f_186947 Edgcombe R1b-P312>L21>DF13* [z9914-E]
f_192364 Edgecomb zzL21suspect [z9914-E]

f_106895 Edgecombe R1b-P312>L21 [z9914-E]
f_186676 Edgecomb R1b-P312>L21 [z9914-E]

f_242847 Turner zzL21suspect [z9914-E]
f_231332 Allen R1b-P312>L21 [21-246-255-1402]

f_187244 Allen zzL21suspect [21-246-255-1402]
f_213500 Cleary R1b-P312>L21 [z111311]

f_109733 Gorman R1b-P312>L21>DF13 [z111311]
f_185703 Pruett R1b-P312>L21>DF13 [z121111]

f_198135 Brunet R1b-P312>L21>DF13 [zDF13unassigned]
f_192172 Eddy R1b-P312>L21 [z3931210]

f_174552 Gram(Buntje-Ballum) R1b-P312>L21>DF13 [zDF13unassigned]
f_74000 Jones R1b-P312>L21 [z6411112]

f_131808 Eriksson(Lappfjärd) R1b-P312>L21>DF13 [zDF13unassigned]
f_N112842 Lane R1b-P312>L21>DF13>CTS2457.2+ [2457-61713]

f_114938 Nugent R1b-P312>L21>DF13>CTS2457.2+ [2457-61713]
f_159823 Lunney R1b-P312>L21>DF13>CTS2457.2+ [2457-61713]

f_159824 Lunney R1b-P312>L21>DF13>CTS2457.2+ [2457-61713]
f_64047 Lurz R1b-P312>L21>DF13 [z64111]

f_178787 Burn R1b-P312>L21>DF13 [zDF13unassigned]
f_197492 Burns R1b-P312>L21>DF13 [zDF13unassigned]

f_55783 McCreary R1b-P312>L21 [z9919]
--- R-L371 ---

f_85780 Wright  R1b-P312>L21 [49- uas]
f_33413 Andersen(Nordland) R1b-P312>L21 [z4871418-N]
f_273614 Molsjord(Lenvik) R1b-P312>L21>DF13 [z4871418-N]

--- R-L513 ---
--- R-Z255 ---

f_365 Cook R1b-P312>L21>DF13 [zDF13unassigned]
f_147460 O’Mara R1b-P312>L21 [zL21unassigned]

--- R-L96 ---
f_287330 Bailey R1b-P312>L21 [z1014]

f_35874 James R1b-P312>L21>DF13 [z1014]

The vertical grey lines are separated 10 generations apart.



f_N3983 Allen R1b-P312>L21 [z42613-A]
f_175505 Allen zzL21suspect [z42613-A]

f_N24290 zzzUnknown R1b-P312>L21 [z42613-A]
f_241868 Allen zzL21suspect [z42613-A]

f_189779 Thomson R1b-P312>L21 [zL21unassigned]
f_22784 Eckersley R1b-P312>L21>DF13 [z3931214]

f_N40156 Green R1b-P312>L21>DF13 [z3931214]
f_166617 Wiegand R1b-P312>L21>DF13* [z4371617]

f_221470 Williams R1b-P312>L21>DF13 [zDF13unassigned]
f_103365 Middleton R1b-P312>L21 [zL21unassigned]

f_118639 Reed R1b-P312>L21 [253-2534-2185-1066-2217]
f_132679 Dalton R1b-P312>L21 [z10109]

f_146782 Guthrie zzL21suspect [z10109]
f_213881 Guthrie zzL21suspect [z10109]

f_24607 Guthrie  R1b-P312>L21 [z10109]
f_91511 Cottrell zzL21suspect [z4729]

f_151142 Maxwell R1b-P312>L21 [z4729]
f_129603 Watson R1b-P312>L21>DF13 [zDF13unassigned]

f_65932 Wigand R1b-P312>L21>DF13 [zDF13unassigned]
f_87095 Dubose R1b-P312>L21 [zL21unassigned]

f_72472 Brown R1b-P312>L21 [z9919-A2]
f_N91054 Brown R1b-P312>L21 [z9919-A2]

f_251620 zzzUnk(Roberts) zzL21suspect [z9919-A2]
f_179426 Davis R1b-P312>L21>DF13 [z9919-A2]

f_N76898 Olson R1b-P312>L21>DF13 [z9919-A2]
f_136490 Costa R1b-P312>L21>DF13 [z9919-A-SP]

f_74820 King R1b-P312>L21>DF13 [zDF13unassigned]
f_82542 Dondass(Bergen) R1b-P312>L21>DF13 [z9919-B]

f_N64419 Patterson R1b-P312>L21 [z9919-B]
f_221421 Riddle zzL21suspect [z9919-B]

f_B1020 Riddell R1b-P312>L21 [z9919-B]
f_245670 Porteous R1b-P312>L21>DF13 [z9919-B]

f_N8772 Porter R1b-P312>L21>DF13* [z9919-B]
f_190604 Scott R1b-P312>L21 [z9919-B]

f_167989 Farris R1b-P312>L21 [zL21unassigned]
f_153505 McLerran R1b-P312>L21 [zL21unassigned]

f_242973 De Gledstanes R1b-P312>L21 [z123014]
f_25006 Maxwell zzL21suspect [z123014]

f_8470 Maxwell zzL21suspect [z123014]
f_251371 Maxwell zzL21suspect [z123014]
f_231603 Maxwell zzL21suspect [z123014]
f_44991 Maxwell R1b-P312>L21 [z123014]

f_89598 Maxwell zzL21suspect [z123014]
f_123971 White R1b-P312>L21 [z123014]

f_4690 Maxwell zzL21suspect [z123014]
f_200125 Maxwell R1b-P312>L21>DF13 [z123014]
f_4369 Maxwell zzL21suspect [z123014]
f_152294 Maxwell zzL21suspect [z123014]

f_60657 Maxwell zzL21suspect [z123014]
f_3204 Maxwell R1b-P312>L21 [z123014]
f_3223 Maxwell zzL21suspect [z123014]

f_106981 Maxwell zzL21suspect [z123014]
f_4067 Maxwell zzL21suspect [z123014]

f_25200 Lewis R1b-P312>L21 [z141121]
f_16800 Phillips R1b-P312>L21 [z141121]

f_50263 Phillips R1b-P312>L21 [z141121]
f_219904 Phillips zzL21suspect [z141121]

f_37558 Phillips [p- uas]
f_37558 Phillips [p- uas]

f_129481 Prieb zzL21suspect [z141121]
f_N50310 Smith R1b-P312>L21>DF13 [z141121]
f_N55408 Smith R1b-P312>L21>DF13* [z141121]
f_N114551 zzzUnknown R1b-P312>L21 [zL21unassigned]

f_21869 Furry R1b-P312>L21 [z1515-Who]
f_19583 Livingstone R1b-P312>L21 [z1515-Who]

f_167995 McLay zzL21suspect [z1515-Who]
f_6599 Wilson R1b-P312>L21>DF13 [z1515-Who]

f_78183 Muir R1b-P312>L21 [z1515-Who]
f_N17785 McQuillan R1b-P312>L21 [z6171414]

f_N33209 Whidden R1b-P312>L21>DF13* [z301016]
f_3749 Rutledge R1b-P312>L21>DF13 [zDF13unassigned]

f_173880 Norris R1b-P312>L21>DF13* [zDF13unassigned]
f_153571 zzzUnk(Turner) zzL21suspect [zL21unassigned]

f_191679 Britton R1b-P312>L21>DF13 [z9919-A]
f_N111012 Fletcher R1b-P312>L21>DF13 [z9919-A13]

The vertical grey lines are separated 10 generations apart.



f_11143 Chandler R1b-P312>L21>DF13 [z9919-A]
f_163674 Chandler zzL21suspect [z9919-A]

f_145431 Kingston zzL21suspect [z9919-A]
f_126580 Adams zzL21suspect [z9919-A1]

f_N17614 Calder zzL21suspect [z9919-A1]
f_132383 McDonald zzL21suspect [z9919-A1]

f_217509 McDonald zzL21suspect [z9919-A1]
f_158886 McAlpin zzL21suspect [z9919-A1]
f_13113 MacKeen zzL21suspect [z9919-A1]
f_12704 McCain R1b-P312>L21 [z9919-A1]
f_212831 McCain R1b-P312>L21 [z9919-A1]

f_91757 McCain R1b-P312>L21 [z9919-A1]
f_226200 McCain zzL21suspect [z9919-A1]

f_33621 McCain zzL21suspect [z9919-A1]
f_12096 Mckain R1b-P312>L21 [z9919-A1]

f_14470 McKane zzL21suspect [z9919-A1]
f_62641 McKean zzL21suspect [z9919-A1]

f_8128 Barkely R1b-P312>L21 [z9919-A1]
f_191373 McLinn zzL21suspect [z9919-A1]

f_156170 Gray zzL21suspect [z9919-A1]
f_112051 Hendry zzL21suspect [z9919-A1]

f_61709 Henry R1b-P312>L21>DF13 [z9919-A1]
f_87330 Overton R1b-P312>L21 [z9919-A1]

f_51149 Henry zzL21suspect [z9919-A1]
f_42273 Henry zzL21suspect [z9919-A1]

f_33991 Henry zzL21suspect [z9919-A1]
f_50294 Henry zzL21suspect [z9919-A1]

f_248667 Henry zzL21suspect [z9919-A1]
f_32108 Henry zzL21suspect [z9919-A1]

f_14899 Horton zzL21suspect [z9919-A1]
f_106472 Henry zzL21suspect [z9919-A1]

f_12823 MacDonald zzL21suspect [z9919-A1]
f_16114 MacLea R1b-P312>L21>DF13 [z9919-A1]

f_23073 Duncan zzL21suspect [z9919-A1]
f_75982 Monach R1b-P312>L21 [z9919-A1]

f_202834 Collier zzL21suspect [z9919-A5]
f_2224 McCeney R1b-P312>L21>DF13 [z9919-A5]
f_139919 Wyne zzL21suspect [z9919-A5]

f_N70802 Roland R1b-P312>L21 [z9919-A5]
f_251855 Roland zzL21suspect [z9919-A5]

f_7364 Whitaker R1b-P312>L21 [z9919-A5]
f_167191 Watrous R1b-P312>L21 [z9919-A5]

f_188927 Hammond R1b-P312>L21>DF13 [z9919-A3]
f_10350 Gott R1b-P312>L21>DF13 [z9919-A8]

f_117832 Nason R1b-P312>L21 [z9919-A8]
f_N78334 zzzUnk(Schwartzman) zzL21suspect [z9919-A]

f_N94507 Beare zzL21suspect [z992411]
f_241823 Jones R1b-P312>L21>DF13 [z992411]

f_275223 Pose R1b-P312>L21 [z992411]
--- R-Z251 ---
--- R-DF49 ---

f_131334 Moreno R1b-P312>L21>DF13 [z1014-B]
f_199991 Sanders zzL21suspect [z4371413]

f_173877 Collins R1b-P312>L21>DF13* [zDF13unassigned]
f_N89459 Cameron R1b-P312>L21 [z1014-C]

f_135489 Cameron R1b-P312>L21>DF13 [z1014-C]
f_35704 Cameron zzL21suspect [z1014-C]

f_29230 Cameron zzL21suspect [z1014-C]
f_246478 Cameron zzL21suspect [z1014-C]

f_213683 Cameron zzL21suspect [z1014-C]
f_199452 Cameron zzL21suspect [z1014-C]

f_224813 Matthews R1b-P312>L21>DF13 [z1014-C]
f_H1035 McPhee R1b-P312>L21 [z1014-C]

f_169548 Warthen R1b-P312>L21 [z102613]
f_75146 Warthen R1b-P312>L21>DF13 [z102613]

f_251279 Willis R1b-P312>L21>DF13* [z53112-10]
f_253986 Hautaaho(Kauhava) R1b-P312>L21>DF13 [z11924]

f_176545 Jukonen(Johannes) R1b-P312>L21 [z11924]
f_248822 O’Dochartaigh R1b-P312>L21>DF13 [z11924]

f_143546 McAlister zzL21suspect [z4371426]
f_194063 McCollister zzL21suspect [z4371426]

f_197914 Mitchell zzL21suspect [z4371426]
f_N107254 McNeill R1b-P312>L21 [z4371426]

f_258304 Carnes zzL21suspect [z6171321]
f_227117 McNeiladge R1b-P312>L21>DF13* [zDF13unassigned]

The vertical grey lines are separated 10 generations apart.



f_B2715 Ferguson R1b-P312>L21 [zL21unassigned]
f_249093 Morgan R1b-P312>L21>DF13 [z2217-A]
f_139021 Sivula R1b-P312>L21>DF13 [z2217-A]

f_1748 Lennan [p-53711-D]
f_208852 Forsythe R1b-P312>L21>DF13* [zDF13unassigned]

f_67232 Dowell R1b-P312>L21 [z2528-D]
f_26082 Dowell R1b-P312>L21>DF13* [z2528-D]

f_143619 Willoughby R1b-P312>L21 [z2528-D]
f_36483 McDaniel R1b-P312>L21 [z2528-D]
f_111892 McDaniel R1b-P312>L21 [z2528-D]

f_114536 McDaniel R1b-P312>L21 [z2528-D]
f_74553 Boyd R1b-P312>L21>DF13 [z5651115]

f_11854 Snoddy R1b-P312>L21 [z5651115]
f_N39788 Keown R1b-P312>L21>DF13 [zDF13unassigned]

f_17642 McLaren R1b-P312>L21>DF13 [zDF13unassigned]
f_134883 zzzUnknown R1b-P312>L21>DF13* [zDF13unassigned]

--- R-DF41 ---
--- R-CTS4466 ---

--- R-L679 ---
f_191494 Mann R1b-P312>L21>DF13* [z5941114]

f_46135 Christy R1b-P312>L21 [z438131515]
--- R-DF21 ---

f_141660 Lewis R1b-P312>L21 [z1014-B]
f_141689 McDonald  R1b-P312>L21 [z101609]
f_247985 Trignano [d-64012]

f_B3500 Bean R1b-P312>L21>DF13 [z111010]
f_97656 Murphey zzL21suspect [z3931219]

f_167501 Murphy R1b-P312>L21 [z3931219]
f_N12172 O’Connor R1b-P312>L21>DF13 [z3931219]

f_226146 MarchØ R1b-P312>L21>DF13 [z101710]
f_27979 Baugues R1b-P312>L21>DF13 [z992423]

f_145424 McCauley R1b-P312>L21 [z1130-A1]
f_206731 Codere R1b-P312>L21 [z1130-A1-A]

f_N41593 Cook R1b-P312>L21 [z1130-A1-A]
f_148326 zzzUnk(Ross) R1b-P312>L21>DF13* [z1130-A1-A]
f_155812 Ross R1b-P312>L21 [z1130-A1-A]

f_96063 Heavey R1b-P312>L21>DF13 [zDF13unassigned]
f_118065 Kendrick R1b-P312>L21>DF13 [z450611]

f_31522 Kenyon R1b-P312>L21 [z450611]
f_176456 Kenyon R1b-P312>L21 [z450611]

f_114135 Kenyon R1b-P312>L21>DF13 [z450611]
f_N72237 Powell R1b-P312>L21 [z450611]

f_144700 McPherson R1b-P312>L21>DF13 [z450611]
f_39621 Phillips zzL21suspect [z450611]

f_9875 Daniel R1b-P312>L21>DF13 [z251523]
f_43525 Lewis R1b-P312>L21>DF13 [z251523]

f_141038 Williams R1b-P312>L21 [zL21unassigned]
f_E14775 zzzUnknown R1b-P312>L21>DF13 [zDF13unassigned]

f_B2575 Means R1b-P312>L21>DF13 [z5721010]
f_E13942 Robert(LefŁvre) R1b-P312>L21>DF13* [zDF13unassigned]

f_27084 Moore R1b-P312>L21>DF13 [z5941110]
f_229534 Maheu [d225-2430-?]

f_26059 Durall R1b-P312>L21>DF13 [zDF13unassigned]
f_30933 Durall R1b-P312>L21>DF13 [zDF13unassigned]

--- R-Z253 ---

The vertical grey lines are separated 10 generations apart.



R-L679
This is the modal haplotype for R-L679.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L679.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_170191 Bond R1b-P312>L21>DF13>L679+ [679]
f_20860 Turner R1b-P312>L21>DF13 [679]

f_263912 Turner zzL21suspect [679]
f_5795 Turner zzL21suspect [679]

The vertical grey lines are separated 10 generations apart.



R-CTS4466
This is the modal haplotype for R-CTS4466.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-CTS4466.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6
-7

f_176550 Ballard zzL21suspect [4466-T2]
f_179146 Desmond zzL21suspect [4466-T2]

f_181672 zzzUnknown zzL21suspect [4466-T2]
f_N27645 Finn zzL21suspect [4466-T2]

f_218423 McCarthy zzL21suspect [4466-T2]
f_273871 Howie zzL21suspect [4466-T2]

f_86475 Caldwell zzL21suspect [4466-T2-D1]
f_102313 Caldwell zzL21suspect [4466-T2-D1]

f_259030 Kissane R1b-P312>L21 [4466-T2]
f_232067 Kissane zzL21suspect [4466-T2]

f_289110 McCarthy zzL21suspect [4466-T2]
f_270685 Moriarty zzL21suspect [4466-T2]

f_270160 Clifford zzL21suspect [4466-T2-D1]
f_115485 Mahoney R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_36683 O’Riley R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_257151 Reilly R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_163061 Davies R1b-P312>L21 [4466-T2-D1]
f_194663 Davies R1b-P312>L21 [4466-T2-D1]

f_169042 Barrus R1b-P312>L21>DF13 [4466-T2]
f_290447 Brown R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_75606 Irwin R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_188279 McDonald R1b-P312>L21 [4466-T2]

f_76402 McDonald zzL21suspect [4466-T2]
f_128856 McCarthy R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_H1944 Romundstad R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_36951 Warren R1b-P312>L21 [4466-T2]

f_221476 Brennan R1b-P312>L21 [4466-T2]
f_210257 Matrois(Nakskov) R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_181167 Searls R1b-P312>L21>DF13 [4466-T2]
f_N35077 Kelliher R1b-P312>L21 [4466-T2]

f_43423 Donoghue R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_101337 O’Connor zzL21suspect [4466-T2]
f_12283 McCarty zzL21suspect [4466-T2-S]

f_196882 O’Sullivan R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_129782 Jones R1b-P312>L21>DF13 [4466-T2]

f_10505 Simmons R1b-P312>L21>DF13 [4466-T2-B]
f_B5163 Kane R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_N59178 Carroll R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_256982 Foley R1b-P312>L21>DF13>CTS4466+ [4466-T2-H]

f_352 Glennon R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_161769 Glennon zzL21suspect [4466-T2]

f_N45540 zzzUnk(Peel) R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_128753 Griffin R1b-P312>L21>DF13>CTS4466+ [4466-T2-D2]

f_275522 McAuliffe zzL21suspect [4466-T2]
f_229625 Murray R1b-P312>L21>DF13>CTS4466+ [4466-T2-D2]

f_N31891 Coffey zzL21suspect [4466-T2-D4]
f_79519 Coffey zzL21suspect [4466-T2-D4]

f_266743 Coffey zzL21suspect [4466-T2-D4]
f_207104 Thrasher zzL21suspect [4466-T2]

f_239478 Daly zzL21suspect [4466-T2]
f_179164 Donahue zzL21suspect [4466-T2]

f_162289 O’Donoghue zzL21suspect [4466-T2]
f_11816 O’Donoghue zzL21suspect [4466-T2]

f_32032 Donoho R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_183411 O’Donoghue R1b-P312>L21 [4466-T2]

f_11211 O’Donoghue  R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_190013 Driscoll R1b-P312>L21 [4466-T2]

f_78859 Driscoll  R1b-P312>L21>DF13 [4466-T2]
f_189097 O’Brien R1b-P312>L21 [4466-T2]

The vertical grey lines are separated 10 generations apart.



f_91187 Daley zzL21suspect [4466-T2]
f_253454 Daley zzL21suspect [4466-T2]
f_17857 Daly R1b-P312>L21 [4466-T2]

f_237026 Daly R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_237028 Daly zzL21suspect [4466-T2]

f_232535 Daly zzL21suspect [4466-T2]
f_228455 Daly zzL21suspect [4466-T2]

f_254534 Daly zzL21suspect [4466-T2]
f_208185 Kirby R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_17156 Bryan zzL21suspect [4466-T2-E1]
f_46005 Bryan zzL21suspect [4466-T2-E1]

f_227225 Bryan zzL21suspect [4466-T2-E1]
f_210184 Dailey zzL21suspect [4466-T2-E1]
f_215814 Daly zzL21suspect [4466-T2-E1]

f_N77654 Daly R1b-P312>L21 [4466-T2-E1]
f_235487 Daly zzL21suspect [4466-T2-E1]

f_N98774 Daly zzL21suspect [4466-T2-E1]
f_228453 Daly zzL21suspect [4466-T2-E1]
f_31143 Desmond R1b-P312>L21>DF13>CTS4466+ [4466-T2-E1]

f_30747 Daly zzL21suspect [4466-T2-E2]
f_88968 Daly zzL21suspect [4466-T2-E2]

f_229644 Daly zzL21suspect [4466-T2-E2]
f_N23479 Daly zzL21suspect [4466-T2-E2]

f_282358 O’Donovan R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_257765 Echols zzL21suspect [4466-T2-C]

f_74069 Thompson zzL21suspect [4466-T2-C]
f_118168 Thompson zzL21suspect [4466-T2-C]

f_19204 Johnston zzL21suspect [4466-T2-C]
f_B2560 Murphy R1b-P312>L21>DF13>CTS4466+ [4466-T2-C]

f_88489 Heffernan R1b-P312>L21>DF13>CTS4466+ [4466-T2-C]
f_162452 Stewart R1b-P312>L21 [4466-T2-C]

f_21418 McRaney R1b-P312>L21>DF13>CTS4466+ [4466-T2-C]
f_249476 Hamilton R1b-P312>L21>DF13>CTS4466+ [4466-T2-C]

f_20429 Donahue zzL21suspect [4466-T2]
f_127820 zzzUnk(Joseph) R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_286308 Donovan zzL21suspect [4466-T2-S]
f_52203 Hayes zzL21suspect [4466-T2]
f_129821 Donahue zzL21suspect [4466-T2]

f_181723 Reagan zzL21suspect [4466-T2]
f_284952 Crowley R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_128386 Donahue zzL21suspect [4466-T2]

f_12294 Donahue zzL21suspect [4466-T2]
f_173850 Roberts R1b-P312>L21 [4466-T2]

f_258506 Muineagh zzL21suspect [4466-T2]
f_294201 Driscoll R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_53716 Healy zzL21suspect [4466-T2]
f_202776 McCartney R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_233152 McCartney zzL21suspect [4466-T2]
f_229526 Dunnagan R1b-P312>L21 [4466-T2]

f_5136 Hooper R1b-P312>L21 [4466-T2-D3]
f_77749 Dargan R1b-P312>L21 [z5651110]

f_117135 Reddin R1b-P312>L21>DF13 [4466-T2]
f_197428 zzzUnknown zzL21suspect [4466-T2]

f_195090 Jones R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_158068 O’Connell zzL21suspect [4466-T2]

f_N62032 O’Connell zzL21suspect [4466-T2]
f_8927 O’Shea(Cork) R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_56363 Delaney R1b-P312>L21 [z5651115]
f_253133 Teixeira [p-5651115]
f_253133 Teixeira [p-5651115]
f_122940 Sullivan zzL21suspect [4466-T2-S]

f_56835 McGill zzL21suspect [4466-T2-S]
f_295125 Keith zzL21suspect [4466-T2-S]

f_196206 Sullivan R1b-P312>L21>DF13>CTS4466+ [4466-T2-S]
f_167276 Sullivan R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_168193 Sullivan R1b-P312>L21>DF13>CTS4466+ [4466-T2-S]

f_137310 Sullivan zzL21suspect [4466-T2-S]
f_6840 McCarthy zzL21suspect [4466-T2-S]

f_N104548 Kelly R1b-P312>L21 [4466-T2]
f_165139 O’Leary zzL21suspect [4466-T2]
f_138742 Lindahl R1b-P312>L21 [4466-T2]

f_167529 Sullivan zzL21suspect [4466-T2]
f_150777 Sullivan zzL21suspect [4466-T2-S]

f_239517 Stovold R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_80489 Sullivan zzL21suspect [4466-T2]

The vertical grey lines are separated 10 generations apart.



f_231495 Sullivan zzL21suspect [4466-T2-S]
f_187530 Teague R1b-P312>L21>DF13 [4466-T2]
f_42048 Erwin R1b-P312>L21 [z5651115]

The vertical grey lines are separated 10 generations apart.



R-L1335
This is the modal haplotype for R-L1335.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1335.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

--- R-L1065 ---
f_95346 Preston  R1b-P312>L21>DF13>L1335 [1335-W2]
f_263082 Sipe R1b-P312>L21>DF13>L1335 [1335-W2]

f_228773 Price R1b-P312>L21>DF13>L1335 [1335-W2]
f_14006 Priest R1b-P312>L21>DF13>L1335 [1335-W2]
f_19706 Price R1b-P312>L21>DF13>L1335* [1335-W2]

f_246983 Priest R1b-P312>L21>DF13>L1335* [1335-W2]
f_217681 Brady R1b-P312>L21>DF13 [z4541099]

f_200928 Smith R1b-P312>L21 [z4541099]

The vertical grey lines are separated 10 generations apart.



R-L1065
This is the modal haplotype for R-L1065.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1065.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

f_75084 Davidson zzL21suspect [1335- uas]
f_N9692 Mulanax R1b-P312>L21 [1335-1065-Sc]

f_233722 Alexander R1b-P312>L21 [1335-1065-1923]
f_103207 Alexander R1b-P312>L21>DF13>L1335>L1065 [1335-1065-1923]
f_12852 Alexander R1b-P312>L21>DF13 [1335-1065-Sc]

f_226121 Alexander R1b-P312>L21 [1335-1065-Sc]
f_126890 Alexander R1b-P312>L21 [1335-1065-Sc]

f_43454 Alexander R1b-P312>L21>DF13>L1335>L1065 [1335-1065-1923]
f_89324 Alexander R1b-P312>L21>DF13>L1335>L1065 [1335-1065-1923]
f_36198 Alexander/MacDonald R1b-P312>L21>DF13>L1335>L1065** [1335-1065-1923]

f_14555 MackMillion R1b-P312>L21>DF13>L1335>L1065** [1335-1065-1922-13]
f_104203 MacMillan R1b-P312>L21 [1335-1065-1922-13]

f_48641 MacMillan R1b-P312>L21>DF13>L1335>L1065* [1335-1065-1922-13]
f_161149 Thompson  R1b-P312>L21 [1335-1065-1922-13]
f_198984 Thomson zzL21suspect [1335-1065-1922-13]
f_206408 McMillan zzL21suspect [1335-1065-1922-13]

f_N8583 Devitt R1b-P312>L21 [1335-1065-1922-17]
f_94322 Henry R1b-P312>L21 [1335-1065-Sc]

f_74757 McDowell R1b-P312>L21 [1335-1065-1922-13]
f_28079 Miller R1b-P312>L21 [zL21unassigned]

f_256038 Cameron R1b-P312>L21 [1335-1065-Sc]
f_230667 McLaren zzL21suspect [1335-1065-Sc]

f_149320 Watson zzL21suspect [1335-1065-Sc]
f_167070 Gunn R1b-P312>L21>DF13>L1335>L1065* [1335-1065-Sc2424]
f_87585 MacPherson R1b-P312>L21 [1335-1065-Sc]

f_88407 MacPherson zzL21suspect [1335-1065-Sc]
f_14517 Mitchell R1b-P312>L21 [1335-1065-Sc]

f_57711 McDonald R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]
f_99199 McIlepheder R1b-P312>L21 [1335-1065-Sc]

f_90181 McPherson R1b-P312>L21>DF13>L1335 [1335-1065-Sc]
f_14130 Johnston zzL21suspect [1335-1065-Sc2424]

f_89448 McPherson zzL21suspect [1335-1065-Sc]
f_73806 MacPherson zzL21suspect [1335-1065-Sc2437]

f_175706 Bennett R1b-P312>L21>DF13>L1335>L1065 [1335-1065-1922-17]
f_165340 Bennett R1b-P312>L21>DF13>L1335>L1065** [1335-1065-1922-17]

f_125778 McAllister R1b-P312>L21>DF13>L1335>L1065 [1335-1065-1922-17]
f_210897 Corristan R1b-P312>L21>DF13>L1335>L1065 [1335-1065-1922-17]

f_200237 Curry zzL21suspect [1335-1065-1922-17]
f_95397 Curry R1b-P312>L21>DF13>L1335>L1065 [1335-1065-1922-17]

f_157192 Davidson R1b-P312>L21 [1335-1065-Sc]
f_269747 De Urchard zzL21suspect [1335-1065-Sc]

f_4401 Campbell R1b-P312>L21 [1335-1065-Sc]
f_39864 Campbell R1b-P312>L21 [1335-1065-Sc2415]

f_86724 Campbell zzL21suspect [1335-1065-Sc2415]
f_251292 Campbell zzL21suspect [1335-1065-Sc2415]

f_89535 Campbell zzL21suspect [1335-1065-Sc2415]
f_147386 Campbell zzL21suspect [1335-1065-Sc2415]

f_22678 Campbell zzL21suspect [1335-1065-Sc2415]
f_79738 Campbell zzL21suspect [1335-1065-Sc2415]
f_171672 Thompson zzL21suspect [1335-1065-Sc2415]

f_107327 Iles R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc2415]
f_31136 Campbell zzL21suspect [1335-1065-Sc2415]

f_131060 Babson R1b-P312>L21 [1335-1065-Sc2415]
f_72320 Campbell zzL21suspect [1335-1065-Sc2415]

f_24159 Campbell zzL21suspect [1335-1065-Sc2415]
f_16751 Campbell zzL21suspect [1335-1065-Sc2415]

f_48136 Campbell zzL21suspect [1335-1065-Sc2415]
f_37831 Campbell zzL21suspect [1335-1065-Sc2415]
f_57516 Campbell zzL21suspect [1335-1065-Sc2415]

f_194252 Campbell zzL21suspect [1335-1065-Sc2415]
f_303374 Campbell zzL21suspect [1335-1065-Sc2415]

The vertical grey lines are separated 10 generations apart.



f_13533 Campbell zzL21suspect [1335-1065-Sc2415]
f_252037 Campbell zzL21suspect [1335-1065-Sc2415]

f_258898 McCutcheon R1b-P312>L21>DF13>L1335 [1335-1065-Sc2415]
f_222691 Campbell zzL21suspect [1335-1065-Sc2415]
f_10348 Lee R1b-P312>L21>DF13 [1335-1065-Sc]

f_221193 McDaniel R1b-P312>L21>DF13>L1335 [1335-1065-Sc2424]
f_223767 Kelly R1b-P312>L21>DF13 [1335-1065-Sc]

f_286318 Kelly zzL21suspect [1335-1065-Sc]
f_36308 Turner R1b-P312>L21 [1335-1065-Sc2415]

f_6750 Norton R1b-P312>L21 [1335-1065-Sc]
f_N63882 Patterson R1b-P312>L21>DF13>L1335>L1065* [1335-1065-Sc]

f_65511 Patterson R1b-P312>L21>DF13>L1335 [1335-1065-Sc2415]
f_247806 St Clair R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]
f_N44383 Tate R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc]

f_85325 Tate zzL21suspect [1335-1065-Sc]
f_211123 Tate zzL21suspect [1335-1065-Sc]

f_85335 McCurdy R1b-P312>L21>DF13>L1335 [1335-1065-1922-17]
f_234613 Wilson R1b-P312>L21 [1335-1065-Sc]

f_154157 Ashby zzL21suspect [1335-1065-Sc]
f_205560 Allen zzL21suspect [1335-1065-Sc]

f_156568 Rodgers R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]
f_94027 Rogers zzL21suspect [1335-1065-Sc]

f_169588 McKay R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]
f_94892 Ross R1b-P312>L21>DF13>L1335 [1335-1065-Sc]

f_21482 Rock R1b-P312>L21 [1335-1065-Sc]
f_78759 Scott zzL21suspect [1335-1065-Sc2424]
f_243535 zzzUnk(Scott) zzL21suspect [1335-1065-Sc2424]

f_B2136 Hay R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc]
f_230483 Lindsey R1b-P312>L21>DF13>L1335>L1065* [1335-1065-Sc]

f_77876 McCaw R1b-P312>L21 [1335-1065-Sc]
f_12816 McDonald  R1b-P312>L21>DF13>L1335 [1335-1065-Sc2415]

f_200760 Kinnison zzL21suspect [1335-1065-Sc2424]
f_N36830 Moore R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc]

f_71454 Barron R1b-P312>L21 [1335-1065-Sc]
f_18169 Barron zzL21suspect [1335-1065-Sc]

f_43129 Barron zzL21suspect [1335-1065-Sc]
f_112391 Hamilton R1b-P312>L21>DF13>L1335 [1335-1065-Sc]

f_238132 Kiler R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc2424]
f_H1084 McDuffee/McAfee R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]

f_163063 Cook R1b-P312>L21 [1335-1065-Sc]
f_65222 McCormick R1b-P312>L21 [1335-1065-Sc]
f_N2261 McKee R1b-P312>L21 [1335-1065-Sc]

f_10429 Young R1b-P312>L21 [1335-1065-Sc2424]
f_258211 Cathey R1b-P312>L21>DF13>L1335 [1335-1065-Sc]

f_153130 Moore R1b-P312>L21>DF13 [1335-1065-Sc]
f_241056 MacRae R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc2424]

f_159309 McKenzie zzL21suspect [1335-1065-Sc2424]
f_138427 McRae R1b-P312>L21>DF13>L1335 [1335-1065-Sc2424]

f_163317 McRae zzL21suspect [1335-1065-Sc2424]
f_164010 MacRae zzL21suspect [1335-1065-Sc2424]

f_203147 MacRae zzL21suspect [1335-1065-Sc2424]
f_143812 MacRae R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc2424]

f_184350 MacRae zzL21suspect [1335-1065-Sc2424]
f_214395 Corner zzL21suspect [1335-1065-Sc]

f_208808 Pyke R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]
f_49809 Stewart zzL21suspect [1335-1065-Sc2424]

f_193619 Owen R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc]
f_233925 Owens zzL21suspect [1335-1065-Sc]

f_70691 Sutherland zzL21suspect [1335-1065-Sc2415]
f_147012 Young R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc2413]

f_124496 Ferguson zzL21suspect [1335-1065-Sc2437]
f_208355 Bissett R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc2437]
f_167382 MacDonald R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc2437]

f_95886 McCoy R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc2437]
f_100137 McCoy R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc2437]
f_N25174 Campbell zzL21suspect [1335-1065-Sc2437]
f_160609 MacDonald zzL21suspect [1335-1065-Sc2437]

f_58194 McPherson R1b-P312>L21>DF13>L1335 [1335-1065-Sc]
f_279747 McPherson zzL21suspect [1335-1065-Sc2437]

f_206696 Robb R1b-P312>L21 [1335-1065-Sc2413]
f_17826 Robertson R1b-P312>L21 [1335-1065-Sc2413]

f_189171 Taylor R1b-P312>L21 [1335-1065-Sc2437]
f_258447 Taylor R1b-P312>L21>DF13>L1335>L1065** [1335-1065-Sc2437]
f_N82248 Taylor R1b-P312>L21 [1335-1065-Sc2437]

f_66126 Taylor R1b-P312>L21>DF13>L1335 [1335-1065-Sc2437]

The vertical grey lines are separated 10 generations apart.



f_36081 Rannekleiv(Oestland) R1b-P312>L21>DF13>L1335 [1335-1065-Sc2424]
f_133965 Biggerstaff R1b-P312>L21>DF13>L1335 [1335-1065-Sc]

f_129258 MacFarlane R1b-P312>L21 [1335-1065-Sc]
f_38635 Bourland R1b-P312>L21 [1335-1065-Sc]
f_44163 Logan zzL21suspect [1335-1065-Sc]

f_104576 McArtor zzL21suspect [1335-1065-Sc]
f_N16473 Colborne R1b-P312>L21>DF13>L1335 [1335-1065-Sc]

f_N104752 Buchanan R1b-P312>L21>DF13>L1335>L1065* [1335-1065-Sc]
f_45211 Buchanan R1b-P312>L21>DF13 [1335-1065-Sc]

f_64670 Hamilton R1b-P312>L21 [1335-1065-Sc2718]
f_52890 Johnson zzL21suspect [1335-1065-Sc2718]

f_31525 Talley R1b-P312>L21 [1335-1065-Sc2718]
f_234239 Miller zzL21suspect [1335-1065-Sc]

f_250470 Miller zzL21suspect [1335-1065-Sc]
f_123820 Robertson R1b-P312>L21 [1335-1065-Sc]

f_251216 Davidson zzL21suspect [1335-1065-Sc]
f_16798 McGregor zzL21suspect [1335-1065-Sc]
f_191228 McGregor R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc2410]

f_13165 McGregor zzL21suspect [1335-1065-Sc2410]
f_227519 Boyd zzL21suspect [1335-1065-Sc2410]
f_290995 McGregor zzL21suspect [1335-1065-Sc2410]
f_2909 McGregor zzL21suspect [1335-1065-Sc2410]

f_256584 McGregor zzL21suspect [1335-1065-Sc2410]
f_190435 Stewart R1b-P312>L21>DF13>L1335 [1335-1065-Sc2410]

f_133637 Dubh zzL21suspect [1335-1065-Sc2410]
f_108707 McGregor R1b-P312>L21 [1335-1065-Sc2410]

f_131269 McGregor zzL21suspect [1335-1065-Sc2410]
f_2124 Gregor R1b-P312>L21>DF13>L1335 [1335-1065-Sc2410]

f_121048 McPherson zzL21suspect [1335-1065-Sc]
f_228804 Johnson R1b-P312>L21 [1335-1065-Sc]

f_227383 Johnson zzL21suspect [1335-1065-Sc]
f_193217 Johnson zzL21suspect [1335-1065-Sc]

f_N5620 Backstrom(Jämtland) R1b-P312>L21>DF13>L1335>L1065* [1335-1065-Sc]
f_260814 Loooper R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]

f_173229 MacKinnon zzL21suspect [1335-1065-Sc]
f_117764 McKinnon R1b-P312>L21>DF13>L1335 [1335-1065-Sc]

f_N51005 MacPherson R1b-P312>L21 [1335-1065-Sc]
f_208236 MacPherson zzL21suspect [1335-1065-Sc]

f_159792 McPherson R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]
f_65175 McClean zzL21suspect [1335-1065-Sc]

f_16273 Anderson R1b-P312>L21>DF13>L1335 [1335-1065-Sc]
f_286156 Anderson zzL21suspect [1335-1065-Sc]

f_82992 Campbell R1b-P312>L21 [1335-1065-Sc]
f_247536 Drake zzL21suspect [1335-1065-Sc]

f_145810 McClaren zzL21suspect [1335-1065-Sc]
f_49485 McVicar R1b-P312>L21 [1335-1065-Sc2424]

f_236416 McLaurin zzL21suspect [1335-1065-Sc]
f_41308 McLaren zzL21suspect [1335-1065-Sc]
f_177519 McLaren zzL21suspect [1335-1065-Sc]
f_N63751 McLaurin zzL21suspect [1335-1065-Sc]

f_239032 McCoy R1b-P312>L21>DF13>L1335 [1335-1065-Sc]
f_N104906 Murphy R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc]

f_120820 MacFarland R1b-P312>L21>DF13>L1335>L1065* [1335-1065-Sc2410]
f_130709 zzzUnk(MacFarlane) zzL21suspect [1335-1065-Sc2410]

f_162109 zzzUnk(McFarlane) zzL21suspect [1335-1065-Sc2410]
f_289170 Miller zzL21suspect [1335-1065-Sc2437]

--- R-L743 ---
f_211160 McLaren zzL21suspect [1335-1065-Sc]

The vertical grey lines are separated 10 generations apart.



R-L743
This is the modal haplotype for R-L743.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L743.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_84796 Hosie R1b-P312>L21>DF13>L1335 [1335-1065-Sc]
f_164812 McCoy zzL21suspect [1335-1065-Sc]

f_N5647 Neilson R1b-P312>L21>DF13>L1335>L1065 [1335-1065-Sc2437]
f_270944 Preston R1b-P312>L21>DF13>L1335>L1065>L743+ [1335-1065-Sc-743]

f_227382 Templeton R1b-P312>L21>DF13>L1335>L1065>L743+ [1335-1065-Sc-743]
f_63127 Templeton R1b-P312>L21>DF13>L1335>L1065>L743+ [1335-1065-Sc-743]
f_166440 Templeton R1b-P312>L21>DF13>L1335>L1065>L743+ [1335-1065-Sc-743]

The vertical grey lines are separated 10 generations apart.



R-Z251
This is the modal haplotype for R-Z251.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z251.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4

f_109174 Harrington R1b-P312>L21>DF13>Z251* [251- uas]
f_302755 zzzUnknown R1b-P312>L21>DF13>Z251 [251- uas]
f_170540 Herrington R1b-P312>L21>DF13>Z251 [251- uas]

f_247419 Pyke R1b-P312>L21 [zL21unassigned]
f_187172 Lewis R1b-P312>L21>DF13>Z251** [251- uas]
f_225285 Lewis R1b-P312>L21 [zL21unassigned]

f_231224 Barrow R1b-P312>L21 [zL21unassigned]
f_238371 Lewis zzL21suspect [z101125]

f_N28819 Teulings R1b-P312>L21 [zL21unassigned]
f_N103263 Collins R1b-P312>L21>DF13 [z10109]

f_206354 Collins R1b-P312>L21>DF13 [z10109]
f_266193 Collins zzL21suspect [z10109]

f_N62873 Mitchell R1b-P312>L21 [z5721211]
f_152653 Jeffreys R1b-P312>L21>DF13 [z3931414]

f_173751 Jeffris R1b-P312>L21>DF13 [z3931414]
f_151577 Kabo R1b-P312>L21 [251-11EE]

f_99631 Prager R1b-P312>L21 [251-11EE]
f_193834 Yurzditsky R1b-P312>L21>DF13>Z251>L583+ [251-11EE]

f_196158 Rickwood R1b-P312>L21>DF13 [zDF13unassigned]
f_232910 Kendall R1b-P312>L21 [z4361313]
f_113909 Kendall R1b-P312>L21 [z4361313]

f_209121 Kendall R1b-P312>L21 [z4361313]
f_130084 Kendall R1b-P312>L21>DF13 [z4361313]

f_127795 Byrne R1b-P312>L21 [z9919-A]
f_96442 Byrne R1b-P312>L21 [z9919-A]

f_236890 Byrnes zzL21suspect [z9919-A]
f_81627 Beattie R1b-P312>L21 [251-9910]

f_29523 McNaught(McKnight) R1b-P312>L21>DF13>Z251 [251-9910]
f_46636 Lewis R1b-P312>L21 [z450999]

f_20282 Lewis zzL21suspect [z450999]
f_68209 Lewis zzL21suspect [z450999]

f_207655 Lewis zzL21suspect [z450999]
f_75572 Morgan R1b-P312>L21 [z450999]

f_179787 Lewis R1b-P312>L21 [z450999]
f_139697 Godwin R1b-P312>L21>DF13>Z251 [251-1124-9]

f_150323 Godwin zzL21suspect [251-1124-9]
f_9452 Price R1b-P312>L21>DF13 [251-1124-9]
f_186657 Blair R1b-P312>L21>DF13>Z251 [251-711]

f_136561 Dvorak R1b-P312>L21>DF13 [251-711]
f_94117 Kennedy zzL21suspect [251-711]

f_255219 McDonald R1b-P312>L21 [251-711]
f_24273 zzzUnk(Norman) R1b-P312>L21>DF13>Z251** [251-711]

f_242482 Timmins R1b-P312>L21 [253-991922]
f_151245 Ross R1b-P312>L21 [253-1716-11]
f_82009 Ross zzL21suspect [253-1716-11]

f_116944 Churchman R1b-P312>L21 [zL21unassigned]
--- R-L555 ---

f_274985 Badia zzL21suspect [253-1716-11]
f_87805 Hight R1b-P312>L21 [zL21unassigned]

f_141799 Redden R1b-P312>L21>DF13 [zDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-L555
This is the modal haplotype for R-L555.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L555.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_63715 Armstrong zzL21suspect [251-555-Irw]
f_194922 Ervin zzL21suspect [251-555-Irw]

f_159923 Hutchinson zzL21suspect [251-555-Irw]
f_180012 Irwin zzL21suspect [251-555-Irw]

f_101670 Irwin R1b-P312>L21 [251-555-Irw]
f_22874 Irvine R1b-P312>L21>DF13>Z251>L555+ [251-555-Irw]

f_225023 Rountree R1b-P312>L21>DF13>Z251 [251-555-Irw]
f_33141 Irwin R1b-P312>L21>DF13>Z251>L555+ [251-555-Irw]

f_N41928 Byers R1b-P312>L21 [251-555-Irw]
f_85610 Ervin zzL21suspect [251-555-Irw]

f_226426 Irving zzL21suspect [251-555-Irw]
f_75137 Vowles zzL21suspect [251-555-Irw]

f_107731 Elliott zzL21suspect [251-555-Irw]
f_139577 Brown R1b-P312>L21 [251-555-Irw]
f_135172 Irwin zzL21suspect [251-555-Irw]

f_85111 Irwin zzL21suspect [251-555-Irw]
f_3874 Hoyt R1b-P312>L21>DF13>Z251>L555+ [251-555-Irw]

f_65048 Erwin R1b-P312>L21>DF13>Z251>L555+ [251-555-Irw]
f_85002 Johnson zzL21suspect [251-555-Irw]

f_260850 Nipper R1b-P312>L21>DF13>Z251>L555+ [251-555-Irw]
f_72683 Irwin R1b-P312>L21>DF13>Z251>L555+ [251-555-Irw]

f_5863 Johnston zzL21suspect [251-555-Irw]
f_23026 Irvin zzL21suspect [251-555-Irw]
f_137312 Irwin zzL21suspect [251-555-Irw]

The vertical grey lines are separated 10 generations apart.



R-DF41
This is the modal haplotype for R-DF41.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF41.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_52030 Anglin R1b-P312>L21 [21-1123-Aran]
f_181797 Folan zzL21suspect [21-1123-Aran]

f_154617 Dugger zzL21suspect [41-1123]
f_53479 Selfe R1b-P312>L21>DF13>DF41 [41-1123]

f_N104746 Samuel R1b-P312>L21>DF13>DF41 [41-1123]
f_208061 Stephens R1b-P312>L21>DF13>DF41 [41-1123]

f_59080 Stevens R1b-P312>L21>DF13>DF41 [41-1123]
f_212967 Stevens R1b-P312>L21>DF13>DF41 [41-1123]

f_163684 Webb R1b-P312>L21>DF13>DF41 [41-1123]
f_48142 Webb zzL21suspect [41-1123]

f_50471 Leahy R1b-P312>L21 [21-2225-EC]
f_N33244 Nachtmann R1b-P312>L21 [zL21unassigned]

f_99066 McCreary R1b-P312>L21>DF13 [49*-43813]
f_B2957 McCreary zzL21suspect [49*-43813]

f_N76583 Riley R1b-P312>L21>DF13>DF41* [41- uas]
f_47694 MacMillan R1b-P312>L21>DF13>DF41** [41- uas]

f_284562 Black R1b-P312>L21>DF13>DF41 [41-1013]
f_176148 Duffy R1b-P312>L21>DF13>DF41** [41-1013]
f_287382 Fisher R1b-P312>L21>DF13>DF41 [41-1013]

f_35550 Salmon R1b-P312>L21>DF13>DF41 [41-1013]
f_252650 Akers R1b-P312>L21>DF13>DF41 [41-1426C]

f_96950 Miller R1b-P312>L21>DF13>DF41 [41-1426C]
f_121894 Morrison R1b-P312>L21>DF13>DF41 [41-1426C]

f_32434 Morrison R1b-P312>L21>DF13>DF41 [41-1426C]
f_240201 Walker R1b-P312>L21>DF13>DF41** [41-1426C]
f_82890 Morrison R1b-P312>L21>DF13>DF41 [41-1426C]

f_48157 Morrison R1b-P312>L21>DF13>DF41 [41-1426C]
f_75460 Majors R1b-P312>L21 [41-1426C]

f_4500 Wilson R1b-P312>L21>DF13>DF41 [41-1426C]
f_156437 McBurney R1b-P312>L21>DF13>DF41 [41-1426C]
f_170555 McBurney R1b-P312>L21>DF13>DF41 [41-1426C]

f_N12980 Bratin R1b-P312>L21>DF13>DF41 [41-1426C]
f_211437 Bratton R1b-P312>L21>DF13>DF41 [41-1426C]

f_187514 Braughton R1b-P312>L21>DF13>DF41 [41-1426C]
f_5296 Braughton zzL21suspect [41-1426C]

f_21647 McCleland R1b-P312>L21>DF13>DF41 [41-1426C]
f_210960 McClellan zzL21suspect [41-1426C]

f_25146 McClellan zzL21suspect [41-1426C]
f_93399 Edwards R1b-P312>L21 [41-1426C-A]

f_45814 McCown zzL21suspect [41-1426C-A]
f_213376 zzzUnknown zzL21suspect [41-1426C-A]

f_78799 Smith R1b-P312>L21>DF13>DF41 [41-1426C-A]
f_259526 Webb R1b-P312>L21>DF13>DF41 [41-1426C-A]

f_N44178 Webb zzL21suspect [41-1426C-A]
f_1503 McCown R1b-P312>L21>DF13>DF41 [41-1426C-A]
f_29705 McCown R1b-P312>L21>DF13>DF41** [41-1426C-A]

f_20664 McCown zzL21suspect [41-1426C-A]
f_22849 McCown zzL21suspect [41-1426C-A]

f_133475 Dunnahoe R1b-P312>L21 [zL21unassigned]
f_122950 Pruett R1b-P312>L21>DF13 [zL21unassigned]

f_256386 zzzUnknown R1b-P312>L21 [zL21unassigned]
f_85107 Dugger R1b-P312>L21>DF13>DF41** [41-563-1411]
f_7889 Ellis R1b-P312>L21>DF13>DF41 [41-563-1411]
f_252939 Zimmerman zzL21suspect [41-563-1411]

f_48542 Evans zzL21suspect [41-563-1411]
f_142157 Dwyer R1b-P312>L21>DF13>DF41 [41-563-1411]

f_92380 Hall R1b-P312>L21>DF13>DF41** [41-563-1411]
f_255048 O’Hare R1b-P312>L21>DF13>DF41 [41-563-1411]

f_296023 Mackenzie zzL21suspect [41-563-1411]
--- R-L563 ---

--- R-L745 ---
f_17609 Conn R1b-P312>L21>DF13>DF41 [41-9919]

The vertical grey lines are separated 10 generations apart.



f_191733 Loveland R1b-P312>L21>DF13>DF41 [41-9919]
f_112943 zzzUnknown R1b-P312>L21>DF13>DF41 [41-9919]

f_9544 Sherman R1b-P312>L21 [z2515-A]
f_183194 Mahony R1b-P312>L21 [z2515-B]

f_222841 zzzUnk(Belarus) R1b-P312>L21 [z2515-B]
f_127884 Simpson R1b-P312>L21>DF13>DF41** [41- uas]

f_248752 Maynard R1b-P312>L21 [z3941523]
f_259801 Maynard zzL21suspect [z3941523]
f_B2895 zzzUnknown R1b-P312>L21>DF13>DF41 [41-9911]

f_8104 Wilson R1b-P312>L21 [z992425]
f_57001 McConnell R1b-P312>L21>DF13>DF41 [41-1410]

f_212359 zzzUnk(Grant) R1b-P312>L21 [41-1410]
f_99735 Svensson(Virserum) R1b-P312>L21>DF13>DF41 [41-1410]

f_N82444 Case R1b-P312>L21>DF13 [zDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-L563
This is the modal haplotype for R-L563.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L563.  The color indicates the relative frequency of the alleles.
modal

f_35212 McCrere R1b-P312>L21>DF13>DF41>L563+ [41-563-1411]

The vertical grey lines are separated 10 generations apart.



R-L745
This is the modal haplotype for R-L745.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L745.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_75703 Webb R1b-P312>L21>DF13>DF41>L744+ [41-744- uas]
f_283694 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_82598 Stewart zzL21suspect [41-744-Stu]
f_147822 Stuart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_16895 Clancey R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_5987 zzzUnk(Stewart) R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_143035 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_168412 Stewart zzL21suspect [41-744-Stu]

f_287075 Stewart zzL21suspect [41-744-Stu]
f_280335 Stewart [p- uas]
f_280335 Stewart [p- uas]

f_272860 Stuart zzL21suspect [41-744-Stu]
f_214547 Campbell zzL21suspect [41-744-Stu]

f_40333 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_52758 Mitchell R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_48747 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_E16071 Stuart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_E16164 Stuart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_E15052 Stuart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_183344 Stuart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_148478 Thomas R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_52840 Stewart [p- uas]
f_52840 Stewart [p- uas]

f_198199 Stewart zzL21suspect [41-744-Stu]
f_23583 Stewart zzL21suspect [41-744-Stu]

f_239315 Thompson R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_275682 zzzUnk(Stewart) zzL21suspect [41-744-Stu]

f_14486 Stewart zzL21suspect [41-744-Stu]
f_57979 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_179069 Stewart zzL21suspect [41-744-Stu]

f_146145 Stewart zzL21suspect [41-744-Stu]
f_235915 zzzUnk(Stewart) R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_187778 zzzUnk(Stewart) zzL21suspect [41-744-Stu]
f_15341 Stewart R1b-P312>L21 [41-744-Stu]

f_21686 Stewart  R1b-P312>L21 [41-744-Stu]
f_115205 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_272638 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_150786 Stewart zzL21suspect [41-744-Stu]

f_35963 Pearce R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_287664 Stewart zzL21suspect [41-744-Stu]
f_5603 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]
f_251918 Stuart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_129498 Campbell zzL21suspect [41-744-Stu]
f_221200 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

f_112014 Stuart zzL21suspect [41-744-Stu]
f_128499 Stewart R1b-P312>L21>DF13>DF41>L744+ [41-744-Stu]

The vertical grey lines are separated 10 generations apart.



R-L371
This is the modal haplotype for R-L371.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

24

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

17

44
9

30

46
4a

15

46
4b

15

46
4c

17

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

14

60
7

15

57
6

17

57
0

17

C
D

Y
a

36

C
D

Y
b

36

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

16

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

22

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

16

45
0

10

44
4

12

48
1

23

52
0

20

44
6

13

61
7

13

56
8

11

48
7

13

57
2

11

64
0

11

49
2

12

56
5

12

71
0

36

48
5

15

63
2

9

49
5

16

54
0

12

71
4

25

71
6

22

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

11

49
4

9

53
3

13

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

19

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

12

56
1

16

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-L371.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3

f_190007 Griffith R1b-P312>L21>DF13>L371+ [371-W1]
f_N2351 Reese R1b-P312>L21 [371-W1]

f_N84982 Turner R1b-P312>L21>DF13>L371+ [371-W1-A]
f_16717 Pugh R1b-P312>L21>DF13>L371+ [371-W1-A]

f_10060 Davis R1b-P312>L21>DF13>L371+ [371-W1-A1]
f_143379 McKee R1b-P312>L21>DF13>L371+ [371-W1-A1]
f_85661 Dicks R1b-P312>L21>DF13>L371+ [371-W1-B]

f_181160 Thomas R1b-P312>L21>DF13>L371+ [371-W1-B]
f_239577 Rhys R1b-P312>L21>DF13 [371-W1-B]
f_254530 Thomas zzL21suspect [371-W1-B]

f_193782 Griffith R1b-P312>L21>DF13>L371+ [371-W1]
f_36039 Gough R1b-P312>L21>DF13>L371+ [371-W1-A]

The vertical grey lines are separated 10 generations apart.



R-DF21
This is the modal haplotype for R-DF21.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF21.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5

f_116487 Brooks R1b-P312>L21>DF13>DF21 [21- uas]
f_48674 Brooks R1b-P312>L21>DF13>DF21* [21- uas]

f_44592 Helm R1b-P312>L21>DF13>DF21 [21-9928]
f_16080 Dowell R1b-P312>L21 [21-9928]

f_148510 Lewis zzL21suspect [21-9928]
f_17204 zzzUnk(Bullock) R1b-P312>L21>DF13 [21-9928]

f_N27653 Cupit R1b-P312>L21>DF13>DF21 [21-1722]
f_243114 McCoy R1b-P312>L21>DF13>DF21 [21-1722]

f_282516 McKellar R1b-P312>L21>DF13>DF21 [21-1722]
f_221638 Ross R1b-P312>L21 [21-1722]

f_59044 Sinclair zzL21suspect [21-1722]
f_133529 Ross R1b-P312>L21 [21-1722]

f_155347 Hamilton  R1b-P312>L21>DF13>DF21 [21-1722]
f_N8024 Oliver R1b-P312>L21>DF13>DF21 [21- uas]
f_113031 McDonald R1b-P312>L21>DF13 [zDF13unassigned]

f_157211 Marr R1b-P312>L21>DF13>DF21 [21-1511]
--- R-L1336 ---

f_271376 Norton R1b-P312>L21 [zL21unassigned]
f_N36510 Fueston R1b-P312>L21>DF13>DF21 [21- uas]

f_B5204 Carter R1b-P312>L21 [z1017]
f_203874 Howell zzL21suspect [z1017]

f_153639 Lewis R1b-P312>L21 [z1017]
f_50242 Lawrence R1b-P312>L21>DF13>DF21 [21- uas]

f_193047 Patterson zzL21suspect [z101609]
f_144357 Williams R1b-P312>L21>DF13 [z101609]

f_147359 Matheson zzL21suspect [z9919-A]
f_27050 Crawford  R1b-P312>L21 [z9919-A4]

f_137368 Sparks R1b-P312>L21 [z9919-A4]
f_63531 Gibson R1b-P312>L21 [z9919-A4]

f_249276 Allan R1b-P312>L21 [21-42611]
f_191275 McCoy zzL21suspect [21-42611]

f_273521 Chandler R1b-P312>L21>DF13>DF21 [21-43813]
f_174583 Donahoe R1b-P312>L21 [21-43813]

f_132821 Ferguson R1b-P312>L21 [21-43813]
f_167881 Gordon R1b-P312>L21 [21-43813]

--- R-Z246 ---
--- R-S424 ---

f_21313 Maddox R1b-P312>L21 [z121219]
f_15284 Vaughen R1b-P312>L21 [z121219]

f_96733 zzzUnknown zzL21suspect [z121219]
f_N114163 zzzUnknown R1b-P312>L21 [z121219]

f_207191 Jamison R1b-P312>L21 [21-9913]
f_158136 Montgomery R1b-P312>L21>DF13>DF21 [21-9913]
f_221278 zzzUnknown R1b-P312>L21 [21-9913]

f_265386 Williams R1b-P312>L21 [z251511]
f_E13013 Wiegandt R1b-P312>L21 [z301016]
f_134383 Bradshaw zzL21suspect [z71025]
f_64339 Bratcher R1b-P312>L21 [z71025]

f_98581 Bratcher zzL21suspect [z71025]
f_208276 MacKall R1b-P312>L21 [zL21unassigned]

f_112244 Harbour R1b-P312>L21>DF13>DF21* [21- uas]
f_285483 Rutelli R1b-P312>L21>DF13>DF21 [21- uas]

f_139625 Powers zzL21suspect [513- uas]
f_38483 Powers zzL21suspect [513- uas]

f_286398 Powers zzL21suspect [513- uas]
f_293691 Powers zzL21suspect [513- uas]

f_189806 Daniels R1b-P312>L21 [z4509269]
f_84267 Campbell R1b-P312>L21 [21-1412]
f_256210 Corcoran R1b-P312>L21>DF13>DF21 [21-1412]

f_208214 Ward R1b-P312>L21>DF13>DF21>L130+ [21-1412]

The vertical grey lines are separated 10 generations apart.



f_108895 Davison [p- uas]
--- R-P314.2 ---

f_208773 Reith R1b-P312>L21>DF13>DF21 [21-314X]
--- R-L720 ---

f_66373 Barrett zzL21suspect [z5651112]
f_231656 Burgin R1b-P312>L21>DF13 [zDF13unassigned]

f_174521 Simons R1b-P312>L21 [z5651115]
f_105059 Swann R1b-P312>L21>DF13>DF21* [21-1218]

f_N80824 Bernard zzL21suspect [253-1716]
f_N45237 Evans zzL21suspect [21-1311]

f_77216 James R1b-P312>L21>DF13>DF21 [21-1311]
f_26411 Simmons R1b-P312>L21>DF13>DF21 [21-1311]

f_N97202 Jones zzL21suspect [21-1311]
f_135473 Harris R1b-P312>L21 [21-1311]

f_203578 Denman zzL21suspect [21-n9911]
f_208397 McCloud R1b-P312>L21>DF13>DF21 [21-n9911]

f_24434 Maher R1b-P312>L21>DF13>DF21 [21- uas]
f_7565 Garvey R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_23350 Springer R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_176253 Springer zzL21suspect [21-2225-EC]

f_146114 Bowe R1b-P312>L21 [21-2225-EC]
f_174346 Bowe R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_177452 Bowe zzL21suspect [21-2225-EC]
f_94756 Carey R1b-P312>L21 [21-2225-EC]

f_71400 Carroll zzL21suspect [21-2225-EC]
f_23133 Linville R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_256801 Redmond zzL21suspect [21-2225-EC]
f_3722 Flanagan R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_190806 Carroll R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_283359 Carroll R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_6781 Rose R1b-P312>L21 [21-2225-EC]
f_229066 Carroll zzL21suspect [21-2225-EC]

f_45013 Tracey R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_289639 zzzUnknown zzL21suspect [21-2225-EC]

f_271750 Treacy R1b-P312>L21 [21-2225-EC]
f_185954 Carroll R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_194206 Murphy R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_223130 Murphy R1b-P312>L21>DF13>DF21 [21-2225-EC]

--- 21-n922-A1 ---
f_134487 Corbett R1b-P312>L21 [21-5119]
f_230380 Gammie R1b-P312>L21>DF13>DF21 [21-5119]

f_166290 Mahan R1b-P312>L21>DF13>DF21 [21-5119]
f_85607 Meares R1b-P312>L21 [zL21unassigned]

The vertical grey lines are separated 10 generations apart.



R-L1336
This is the modal haplotype for R-L1336.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1336.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3

f_120965 Beasely zzL21suspect [21-5909-1336]
f_91126 Doyle R1b-P312>L21>DF13>DF21>L1336+ [21-5909-1336]

f_219855 Gerald R1b-P312>L21>DF13>DF21>L1336+ [21-5909-1336]
f_N3362 Maher R1b-P312>L21>DF13>DF21 [21-5909-1336]

f_N112443 Maher R1b-P312>L21>DF13>DF21>L1336+ [21-5909-1336]
f_120616 Moore R1b-P312>L21>DF13>DF21>L1336+ [21-5909-1336]

f_N105692 O’Rourke R1b-P312>L21>DF13>DF21>L1336+ [21-5909-1336]
f_144806 Roork R1b-P312>L21>DF13>DF21>L1336+ [21-5909-1336]
f_136992 Conner zzL21suspect [21-5909-1336]

f_210550 Cullen R1b-P312>L21 [21-5909-1336]

The vertical grey lines are separated 10 generations apart.



R-S424
This is the modal haplotype for R-S424.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-S424.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

f_133832 Reddin R1b-P312>L21>DF13>DF21>S424* [21-5909-L]
--- R-S190 ---

The vertical grey lines are separated 10 generations apart.



R-S190
This is the modal haplotype for R-S190.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

24

19

14

39
1

10

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

18

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

19

44
9

30

46
4a

13

46
4b

15

46
4c

17

46
4d

17

46
0

11

H
4

10

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

16

60
7

15

57
6

18

57
0

18

C
D

Y
a

38

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

9

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

22

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

15

45
0

8

44
4

11

48
1

22

52
0

20

44
6

14

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

12

56
5

12

71
0

31

48
5

15

63
2

9

49
5

15

54
0

12

71
4

25

71
6

26

71
7

20

50
5

13

55
6

11

54
9

13

58
9

12

52
2

11

49
4

9

53
3

13

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

20

59
3

15

65
0

19

53
2

13

71
5

23

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-S190.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

f_171684 Abdrew R1b-P312>L21 [21-5909-LS]
f_173674 Kilgore [21-5909-LS]
f_134747 Kilgore zzL21suspect [21-5909-LS]

f_163654 Killgore R1b-P312>L21 [21-5909-LS]
f_228532 Kilgore? [21-5909-LS]

f_261229 Kilgore? [21-5909-LS]
f_174509 Kilgore [21-5909-LS]
f_209298 Kilgore [21-5909-LS]

f_128156 Kilgore [21-5909-LS]
f_166612 Kilgore  [21-5909-LS]

f_81084 Kilgore [21-5909-LS]
f_88559 Kilgore [21-5909-LS]

f_178131 Goodson [21-5909-LS]
f_135168 Kilgo [21-5909-LS]

f_114727 Kilgore [21-5909-LS]
f_178407 Kilgour  [21-5909-LS]
f_12461 Hinds R1b-P312>L21>DF13>DF21 [21-5909-LS]

f_27994 Boggs R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_264139 Boggs zzL21suspect [21-5909-LS]

f_16304 Boggs [21-5909-LS]
f_N16254 Walters R1b-P312>L21>DF13>DF21 [21-5909-LS]

f_181556 Livingston zzL21suspect [21-5909-LS]
f_217646 zzzUnk(Livingston) zzL21suspect [21-5909-LS]

f_N6868 Kelly [21-5909-LS]
f_111257 Campbell zzL21suspect [21-5909-LS]

f_166653 MacFarland  R1b-P312>L21 [21-5909-LS]
f_242228 Thompson R1b-P312>L21>DF13>DF21 [21-5909-LS]

f_N44961 Curren R1b-P312>L21 [21-5909-LS]
f_234594 Doig [21-5909-LS]

f_122002 Bruce R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_174145 Sorely R1b-P312>L21 [21-5909-LS]

f_N22147 Chambers R1b-P312>L21 [21-5909-LS]
f_149620 Wilson R1b-P312>L21 [21-5909-LS]

f_19822 Wilson [21-5909-LS]
f_13599 Sloan [21-5909-LS]

f_270674 Sloan [21-5909-LS]
f_237552 Doggart R1b-P312>L21 [21-5909-LS]

f_196041 Williamson R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_40372 Williamson [21-5909-LS]
f_74760 Williamson [21-5909-LS]

f_251118 Williamson [21-5909-LS]
f_227885 Akin [21-5909-LS]

f_32816 Colson R1b-P312>L21>DF13>DF21>S424>S190+ [21-5909-LS]
f_263928 McCorkle [21-5909-LS]

f_138030 Ferguson [21-5909-LS]
f_62402 Savage R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_213751 Miller R1b-P312>L21 [21-5909-LS]
f_188409 Taylor R1b-P312>L21>DF13>DF21>S424>S190+ [21-5909-LS]

f_172600 Hall R1b-P312>L21 [21-5909-LS]
f_155957 Hall R1b-P312>L21 [21-5909-LS]

f_124490 Johnson R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_124777 Hall R1b-P312>L21 [21-5909-LS]

f_291176 Sparks [21-5909-LS]
f_151706 Hall zzL21suspect [21-5909-LS]
f_131072 Hall zzL21suspect [21-5909-LS]

The vertical grey lines are separated 10 generations apart.



R-L720
This is the modal haplotype for R-L720.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L720.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2

f_53766 Farris R1b-P312>L21>DF13>DF21>L720+ [21-720-Loc]
f_140820 McLellan  R1b-P312>L21>DF13>DF21>L720+ [21-720-Loc]

f_234790 zzzUnk(Thom) zzL21suspect [21-720-Loc]
f_145081 O’Neill R1b-P312>L21>DF13>DF21>L720+ [21-720-Loc]

The vertical grey lines are separated 10 generations apart.



R-Z246
This is the modal haplotype for R-Z246.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z246.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4

f_226813 Walker R1b-P312>L21>DF13>DF21 [21- uas]
f_E9807 Kaptein R1b-P312>L21>DF13>DF21>Z246* [21-246- uas]

--- R-DF25 ---

The vertical grey lines are separated 10 generations apart.



R-DF25
This is the modal haplotype for R-DF25.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF25.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4

--- R-DF5 ---
f_198016 Henry R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25- uas]

f_51784 Humphrey R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25-1321]
f_46813 Wilkes R1b-P312>L21 [21-246-25-1018]

f_65194 Wilkes R1b-P312>L21 [21-246-25-1018]
f_106716 Wilkes R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25-1018]

f_190709 Donaho R1b-P312>L21>DF13>DF21 [21-246-25-1624]
f_N61117 Thornton R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25-1624]

The vertical grey lines are separated 10 generations apart.



R-DF5
This is the modal haplotype for R-DF5.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF5.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4

--- R-CTS3655 ---
f_282809 Gillespie R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255- uas]

f_49846 Heron R1b-P312>L21>DF13 [21-246-255- uas]
f_161731 Lyon R1b-P312>L21>DF13>DF21>Z246>DF25>DF5** [21-246-255- uas]

f_75621 Harriss R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-H]
f_12092 O’Donoghue R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255- uas]

f_155076 O’Byrne R1b-P312>L21 [21-246-255-OB]
f_42087 Via R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255- uas]

--- R-L658 ---
f_38294 Davenport zzL21suspect [21-246-255-L1446]
f_65006 Hodnett zzL21suspect [21-246-255-L1446]
f_248772 Sharp R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-L1446]
f_37947 Sharp R1b-P312>L21 [21-246-255-L1446]

f_34503 Gibson R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-L1446]
f_178330 Gibson  R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1446>L1448+ [21-246-255-L1446]

f_282333 Owens zzL21suspect [21-246-255-L1446]
f_136492 Thomas R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-L1446]
f_145178 Griffeth R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1446* [21-246-255-L1446]

f_63264 Griffin R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-L1446]
--- R-L1402 ---

f_217508 Bell zzL21suspect [z111318]
f_59765 Livingstone zzL21suspect [z111318]
f_155728 McDougal R1b-P312>L21 [z111318]
f_92242 McDowell R1b-P312>L21>DF13 [z111318]

f_175253 Miller zzL21suspect [z111318]

The vertical grey lines are separated 10 generations apart.



21-n922-A1
This is the modal haplotype for 21-n922-A1.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for 21-n922-A1.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

Note:  Not defined by a SNP yet!

f_131057 Almond R1b-P312>L21 [21-n922-A1]
f_187811 Judd R1b-P312>L21 [21-n922-A1]

f_37416 Kern zzL21suspect [21-n922-A1]
f_149290 Byrne R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_65962 McKenna R1b-P312>L21 [21-n922-A1]
f_171658 McKenna zzL21suspect [21-n922-A1]
f_104716 Elliott R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_7207 Neal R1b-P312>L21 [21-n922-A1]
f_181440 Neal zzL21suspect [21-n922-A1]
f_6419 McKenna zzL21suspect [21-n922-A1]

f_121435 Osburn R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_209736 Collins R1b-P312>L21 [21-n922-A1]

f_74679 Collins R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_82960 McQuillan  R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_166797 Hart R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_108908 McGuire zzL21suspect [21-n922-A1]

f_43163 Sandison R1b-P312>L21>DF13 [21-n922-A1]
f_180119 Lawler R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_145674 Roberts R1b-P312>L21 [21-n922-A1]
f_195306 MacDonald R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_262186 zzzUnk(Morris) R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_112471 McAulay R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_47703 McAuley R1b-P312>L21 [21-n922-A1]
f_39559 McCall zzL21suspect [21-n922-A1]

f_264834 Courtney R1b-P312>L21>DF13>DF21 [21-n922-A1-B]
f_69356 McMahon R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_96415 Higgins R1b-P312>L21 [21-n922-A1-B]
f_162173 zzzUnknown R1b-P312>L21 [21-n922-A1-B]
f_B2743 McMahon R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_N70960 Moorhead R1b-P312>L21 [21-n922-A1-B]
f_N83765 McMahon zzL21suspect [21-n922-A1-B]

f_145687 McMahon R1b-P312>L21>DF13>DF21 [21-n922-A1-B]
f_7996 Hughes R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_52246 Matthews R1b-P312>L21 [21-n922-A1-B]
f_83132 Smith R1b-P312>L21 [21-n922-A1-B]

f_16694 McDaniel R1b-P312>L21>DF13>DF21 [21-n922-A1-A]
f_123611 Clarke R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_262418 Darling R1b-P312>L21>DF13>DF21 [21-n922-A1-B]
f_27184 Hughes R1b-P312>L21 [21-n922-A1-B]

f_194157 Hughes zzL21suspect [21-n922-A1-B]
f_252300 Hughes R1b-P312>L21>DF13>DF21 [21-n922-A1-B]
f_263704 Hughes zzL21suspect [21-n922-A1-B]

f_113649 Beeman zzL21suspect [21-n922-A1]
f_13852 McMahon R1b-P312>L21 [21-n922-A1-B]

f_68859 Edwards R1b-P312>L21>DF13 [21-n922-A1]
f_112197 McDaniel zzL21suspect [21-n922-A1]
f_144688 McDaniel zzL21suspect [21-n922-A1]

f_13758 McDonald zzL21suspect [21-n922-A1]
f_133546 McDonald zzL21suspect [21-n922-A1]

f_196960 McDanal zzL21suspect [21-n922-A1]
f_124947 McDonald zzL21suspect [21-n922-A1]

f_146160 McDaniel R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_278275 McDaniel zzL21suspect [21-n922-A1]

f_E10544 Dondas R1b-P312>L21>DF13>DF21 [21-n922-A1-B]
f_23171 McGuire R1b-P312>L21 [21-n922-A1]
f_N7273 McGuire R1b-P312>L21 [21-n922-A1]

f_21218 McGuire zzL21suspect [21-n922-A1]
f_32277 McGuire zzL21suspect [21-n922-A1]
f_222108 McGuire R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_79458 Martin R1b-P312>L21 [21-n922-A1-B]
f_100022 Duffy R1b-P312>L21>DF13>DF21 [21-n922-A1]

The vertical grey lines are separated 19 generations apart.



f_N52848 Rogers R1b-P312>L21 [21-n922-A1]
f_64895 Higgins(Hagan) R1b-P312>L21>DF13 [21-n922-A1]

f_303542 Monaghan R1b-P312>L21 [21-n922-A1]
f_27820 Shannon zzL21suspect [21-n922-A1]

f_36836 Paden R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_N49738 Heaney R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_8551 Roderick R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_49963 Roderick zzL21suspect [21-n922-A1]

f_49961 Roderick zzL21suspect [21-n922-A1]
f_185740 Roderick zzL21suspect [21-n922-A1]
f_12484 Roderick zzL21suspect [21-n922-A1]
f_49962 Roderick zzL21suspect [21-n922-A1]

f_134799 Wilson(Roderick) zzL21suspect [21-n922-A1]
f_212105 Roderick zzL21suspect [21-n922-A1]
f_168082 Roderick zzL21suspect [21-n922-A1]
f_8553 Roderick zzL21suspect [21-n922-A1]

f_49960 Roderick zzL21suspect [21-n922-A1]
f_8651 Roderick zzL21suspect [21-n922-A1]

f_167671 Roderick zzL21suspect [21-n922-A1]
f_49959 Roderick zzL21suspect [21-n922-A1]

f_21156 McKenna zzL21suspect [21-n922-A1]
f_182242 O’Guin R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_99317 McArdle zzL21suspect [21-n922-A1-B]
f_144808 MacDougall zzL21suspect [21-n922-A1]

f_21971 MacDougall  R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_69648 Beggan/Little R1b-P312>L21 [21-n922-A1]

f_146867 Biggins zzL21suspect [21-n922-A1]
f_N86783 Bigham zzL21suspect [21-n922-A1]

f_166169 Beggan R1b-P312>L21 [21-n922-A1-B]
f_127469 Biggins R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_N50500 Boyle R1b-P312>L21 [21-n922-A1]
f_64804 White R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_N69302 White zzL21suspect [21-n922-A1]
f_37243 McInnes zzL21suspect [21-n922-A1]

f_84262 Conley R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_N88161 Connolly zzL21suspect [21-n922-A1]

f_253386 McCormick zzL21suspect [21-n922-A1]
f_78625 Conley zzL21suspect [21-n922-A1]

f_N18664 Alexander  R1b-P312>L21>DF13>DF21 [21-n922-A1-A]
f_263699 Connally R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_285787 Byrne R1b-P312>L21 [21-n922-A1]
f_191286 Cain R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_N57121 Compton R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_252846 Smith R1b-P312>L21 [21-n922-A1]

f_32061 Carrell zzL21suspect [21-n922-A1]
f_30624 Carroll R1b-P312>L21 [21-n922-A1]

f_N41845 Carroll R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_239253 Carroll zzL21suspect [21-n922-A1]

f_39313 McClain zzL21suspect [21-n922-A1]
f_61096 Hedrickson(Fryksände) R1b-P312>L21 [21-n922-A1-B]

f_39409 McMahon R1b-P312>L21>DF13 [21-n922-A1]
f_40141 McDaniel zzL21suspect [21-n922-A1-A]
f_234556 Murphy zzL21suspect [21-n922-A1]

f_220430 Sanda(Hurdal) R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_156013 zzzUnknown R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_56933 Calkins R1b-P312>L21 [21-n922-A1]

f_N16767 Calkins zzL21suspect [21-n922-A1]
f_104240 Calkins zzL21suspect [21-n922-A1]

f_259601 Johnson R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_112086 Walker zzL21suspect [21-n922-A1]

f_119122 Smith R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_118691 Godwin R1b-P312>L21 [21-n922-A1-B]

The vertical grey lines are separated 19 generations apart.



R-L1402
This is the modal haplotype for R-L1402.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1402.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

f_202200 Dolan R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]
f_N54259 Lawler zzL21suspect [21-246-255-1402]

f_212914 Phelan R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]
f_45131 Doolin R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]
f_11848 Smith R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]

f_86241 McMorris R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]
f_102866 Morrison R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]

f_146318 Morrison R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-1402]
f_114270 Johnson R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]

f_188545 Kewley R1b-P312>L21 [21-246-255-1402]
f_122847 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-1402]
f_148440 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]

f_148439 Moore  R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L1402+ [21-246-255-1402]

The vertical grey lines are separated 10 generations apart.



R-CTS3655
This is the modal haplotype for R-CTS3655.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-CTS3655.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_228748 Debnam R1b-P312>L21 [21-2225]
f_N20114 Coberly R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655 [21-246-255-3655- uas]

--- R-L627 ---
f_21340 Grant R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655 [21-246-255-3655-G]

f_21401 Grant R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655 [21-246-255-3655-G]
f_117910 Taylor R1b-P312>L21 [21-246-255-3655-G]

f_241341 Long zzL21suspect [21-246-255-3655-L]
f_195262 Porter R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-3655-L]

f_208986 White R1b-P312>L21 [zL21unassigned]
f_228356 Montgomery R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-3655-X]

f_3416 Walker R1b-P312>L21>DF13 [21-246-255-3655-X]
f_198512 Moore R1b-P312>L21 [21-246-255-3655-X]

f_162107 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655 [21-246-255-3655-X]
f_183554 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-3655-X]

The vertical grey lines are separated 10 generations apart.



R-L627
This is the modal haplotype for R-L627.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L627.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3
-4

f_2650 Cooper R1b-P312>L21 [21-246-255-3655-627]
f_2751 Cooper R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627* [21-246-255-3655-627]

f_66345 Reynolds R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627>L626+ [21-246-255-3655-627]
f_20437 Reynolds R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627>L626+ [21-246-255-3655-627]

f_39441 Reynolds R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627>L626+ [21-246-255-3655-627]

The vertical grey lines are separated 10 generations apart.



R-L658
This is the modal haplotype for R-L658.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L658.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1

f_28714 Cain R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L658+ [21-246-255-658]
f_76171 Cain R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L658+ [21-246-255-658]

f_158480 Cain R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L658+ [21-246-255-658]

The vertical grey lines are separated 10 generations apart.



R-P314.2
This is the modal haplotype for R-P314.2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-P314.2.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3

f_234710 Cormack R1b-P312>L21>DF13>DF21>P314.2* [21-314-P12]
f_257171 Lahiff R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]

f_207157 Leahy R1b-P312>L21>DF13>DF21>P314.2* [21-314-P12]
f_171553 Hackett R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]

f_241486 Keenan R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]
f_55306 Kenan R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]
f_16473 MacMartin R1b-P312>L21>DF13>DF21>P314.2* [21-314-P12]

f_N28650 Conrardy R1b-P312>L21>DF13>DF21>P314.2* [21-314-P13-B]
--- R-L362 ---

The vertical grey lines are separated 10 generations apart.



R-L362
This is the modal haplotype for R-L362.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L362.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_109330 Kelly(Ire) R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]
f_13771 Mahoney R1b-P312>L21>DF13>DF21>P314.2 [21-314-P13-A]

f_263424 McCarthy R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]
f_221842 McCarthy zzL21suspect [21-314-P13-A]

f_80166 Sullivan R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]
f_211478 McCarthy R1b-P312>L21 [21-314-P13-A]
f_177666 McCarthy R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]

f_50461 Perry R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]

The vertical grey lines are separated 10 generations apart.



R-Z253
This is the modal haplotype for R-Z253.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z253.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4

f_174932 Anderson  R1b-P312>L21>DF13>Z253* [253- uas]
--- R-L554 ---

f_86086 Kiely R1b-P312>L21>DF13>Z253** [253- uas]
f_169762 zzzUnknown R1b-P312>L21 [z6411116]

f_164301 McKee R1b-P312>L21>DF13>Z253* [253-5689]
f_198007 Sullivan R1b-P312>L21 [z991111]

f_26498 Sullivan R1b-P312>L21 [z991111]
f_90121 Gilmore R1b-P312>L21 [513- uas]

f_N112887 Corrie R1b-P312>L21>DF13>Z253 [253- uas]
f_284099 Hill zzL21suspect [zL21unassigned]

--- R-PF825.2 ---
f_7467 Wilson R1b-P312>L21>DF13 [255-1830-IS]

f_61788 Wilson zzL21suspect [255-1830-IS]
f_223531 Hartman R1b-P312>L21>DF13>Z253 [253- uas]
f_110368 Bermingham R1b-P312>L21>DF13>Z253 [253-1121]
f_247198 Conn zzL21suspect [253-1121]

f_71421 Carrucan R1b-P312>L21>DF13>Z253 [253-1121]
f_29145 Cursonwhit R1b-P312>L21>DF13>Z253 [253-1121]
f_219896 Heffernan R1b-P312>L21>DF13>Z253* [253-1121]

f_169385 Moore R1b-P312>L21>DF13>Z253* [253-1121]
f_98649 Walls R1b-P312>L21>DF13>Z253 [253-1121]

f_92901 Donahue zzL21suspect [253-1121]
f_11261 Donohoe zzL21suspect [253-1121]

f_10511 O’Donoghue R1b-P312>L21 [253-1121]
f_210177 Cunning R1b-P312>L21>DF13 [253-1716-11]
f_B2501 Jackson zzL21suspect [253-1716-11F]

f_42480 May zzL21suspect [253-1716-11]
f_212724 Yorke R1b-P312>L21>DF13>Z253* [253-1716-11F]

f_134798 zzzUnk(Roderick) R1b-P312>L21>DF13>Z253 [253-1716-11F]
f_180034 Duffy R1b-P312>L21>DF13>Z253 [253-1716-11]

f_N85391 Morgan R1b-P312>L21>DF13>Z253 [253-1716-11]
f_205635 Murta R1b-P312>L21>DF13>Z253 [253-1716-11]

f_190600 Canaday zzL21suspect [253-1716-11C]
f_N26398 Canady R1b-P312>L21>DF13>Z253* [253-1716-11C]

f_8621 Mangham zzL21suspect [253-1716-1308]
f_6879 Mangum R1b-P312>L21>DF13>Z253>L1308+ [253-1716-1308]

f_6874 Mangum R1b-P312>L21>DF13>Z253>L1308+ [253-1716-1308]
f_16153 Robertson R1b-P312>L21>DF13>Z253>L1308+ [253-1716-1308]

f_187458 O’Neill R1b-P312>L21 [253-1716-11Me]
f_88386 Jones zzL21suspect [253-1716-11]
f_N9632 Tompkins R1b-P312>L21>DF13>Z253 [253-1716-11Me]

f_47742 Butler zzL21suspect [253-1716-11B]
f_246054 Butler zzL21suspect [253-1716-11B]
f_260055 Pendergrast zzL21suspect [253-1716-11]

f_186175 Prendergast R1b-P312>L21>DF13 [253-1716-11]
f_234524 Yakman zzL21suspect [253-1716-11]

f_215915 Olsen(Lesja) R1b-P312>L21>DF13>Z253 [253-1716]
f_124651 Makepeace R1b-P312>L21>DF13 [zDF13unassigned]

--- R-Z2534 ---

The vertical grey lines are separated 10 generations apart.



R-Z2534
This is the modal haplotype for R-Z2534.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2534.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4

--- R-Z2185 ---
--- R-L226 ---

f_224865 Jones R1b-P312>L21 [z1189X]
f_115166 Jones R1b-P312>L21 [z1189X]

f_232993 Jones R1b-P312>L21 [z1189X]
f_20758 Jones R1b-P312>L21 [z1189X]

f_257069 Robertson R1b-P312>L21>DF13 [253-1130]
f_167002 zzzUnk(Southee) [p- uas]
f_167002 zzzUnk(Southee) [p- uas]

f_76094 Black zzL21suspect [253-1716-R]
f_184007 Rodger R1b-P312>L21>DF13>Z253 [253-1716-R]

f_179727 Montgomery  R1b-P312>L21>DF13>Z253 [253-1716-R]
f_82726 Montgomery? R1b-P312>L21 [253-1716-R]

f_39420 Hughes R1b-P312>L21>DF13 [zDF13unassigned]
f_81795 Whitehead R1b-P312>L21>DF13>Z253>Z2534** [253-2534-2521]

f_233265 Le Gall R1b-P312>L21>DF13>Z253>Z2534 [253-2534- uas]
f_264254 Le Gall R1b-P312>L21>DF13>Z253>Z2534 [253-2534- uas]

f_290162 Le Gall R1b-P312>L21>DF13>Z253>Z2534 [253-2534- uas]
f_63623 Dredge R1b-P312>L21>DF13>Z253>Z2534 [253-2534-1616]

--- R-L643 ---
--- R-DF73 ---

f_165251 Baca [d-1014]
f_235535 zzzUnknown R1b-P312>L21>DF13 [zDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-Z2185
This is the modal haplotype for R-Z2185.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2185.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4

f_N94900 Christiansen R1b-P312>L21>DF13>Z253>Z2534 [253- uas]
f_N55401 Warren R1b-P312>L21>DF13 [z6171313]

f_162176 Falch(Ølfernes) R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185- uas]
f_149025 Abbotts R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185- uas]

--- R-L1066 ---
f_N112169 Downing R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185-H]

f_N85107 Hockings R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185-H]

The vertical grey lines are separated 10 generations apart.



R-L1066
This is the modal haplotype for R-L1066.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1066.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4

f_N57209 Crawford R1b-P312>L21>DF13>Z253 [253- uas]
f_35981 McGregor R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2310]

f_192651 Billingsley R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]
f_253019 Curly zzL21suspect [253-2534-2185-1066- uas]
f_231060 Davison R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]

f_1596 May R1b-P312>L21 [253- uas]
f_118942 Wilkinson R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]

f_N16295 Ramsey R1b-P312>L21>DF13>Z253>Z2534>Z2185 [253-2534-2185-R]
f_7946 Sisk R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]

f_10484 Sisk zzL21suspect [253-2534-2185-1066- uas]
f_102241 Sisk R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]

f_118170 Spicer R1b-P312>L21 [zL21unassigned]
f_N114899 Blois R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]

f_102733 Whitmore R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-D]
f_199889 Douglas R1b-P312>L21>DF13>Z253>Z2534>Z2185 [253-2534-2185-1066-D]

f_169985 Cummins R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]
f_E4785 Gerber R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066-T]

f_258348 Webb zzL21suspect [z3931423]
f_N12949 McDonald R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]

f_184691 Keany R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]
f_11986 Shields R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A]

f_118263 Magee R1b-P312>L21 [253-2534-2185-1066-A]
f_49964 Peak R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A]

f_106578 Abernethy R1b-P312>L21 [253-2534-2185-1066-T4]
f_55324 Sinclair R1b-P312>L21 [253-2534-2185-1066-T4]

f_146884 Carr R1b-P312>L21 [253-2534-2185-1066-T4]
f_62825 Carr R1b-P312>L21 [253-2534-2185-1066-T4]

f_97982 Carr R1b-P312>L21 [253-2534-2185-1066-T4]
f_288343 Barry R1b-P312>L21 [253-2534-2185-1066-T4]

f_57456 Allen R1b-P312>L21>DF13>Z253 [253-2534-2185-1066-T4]
f_27770 O’Shea(Tipperary) R1b-P312>L21>DF13>Z253 [253-2534-2185-1066-T4]

f_242499 Shaw R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-T4]
f_141217 Coker R1b-P312>L21 [253-2534-2185-1066-T4]
f_197959 zzzUnk(Stewart) R1b-P312>L21 [253-2534-2185-1066-T4]

f_B2394 Goff R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066-T4]
f_12446 O’Shea(Tipperary) R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-T4]

f_157233 McElroy R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-T4]
f_291047 McLaughlin zzL21suspect [253-2534-2185-1066-T4]

f_114775 Means zzL21suspect [253-2534-2185-1066-T4]
f_201817 Parrish R1b-P312>L21 [253-2534-2185-1066-T4]

f_115976 Robison zzL21suspect [253-2534-2185-1066-T4]
f_133889 Winn R1b-P312>L21 [253-2534-2185-1066-T4]

f_124852 Leonard R1b-P312>L21>DF13>Z253 [253-2534-2185-1066-T4]
f_79763 Fletcher R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066-T4]

f_138906 White R1b-P312>L21 [253-2534-2185-1066-T4]
f_177709 Hudson R1b-P312>L21>DF13 [253-2534-2185-1066-A]

f_87730 Woodruff [p-1012]
f_217373 Brady R1b-P312>L21 [253-2534-2185-1066-A-1]
f_231568 Brady R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A-1]

f_63879 Brady R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A-1]
f_210555 zzzUnk(Fonner) R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A-1]

f_109853 zzzUnk(Brady) zzL21suspect [253-2534-2185-1066-A-1]
f_68598 Harris R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]

f_154690 Bunch R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-C]
f_247883 Bunch R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-C]
f_106984 Williams R1b-P312>L21 [253-2534-2185-1066-C]
f_43543 Williams R1b-P312>L21 [253-2534-2185-1066-C]

f_159378 Anderson R1b-P312>L21>DF13>Z253 [253-2534-2185-1066-B]
f_124121 Anderson R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-B]

f_38223 Palmer R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-B]

The vertical grey lines are separated 10 generations apart.



R-L643
This is the modal haplotype for R-L643.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L643.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_40717 MacKenzie R1b-P312>L21>DF13>Z253>Z2534>L643+ [253-2534-643]
f_280514 Mackenzie zzL21suspect [253-2534-643]

f_191745 Mackenzie zzL21suspect [253-2534-643]
f_119240 Robertson zzL21suspect [253-2534-643]

f_114653 Matheson R1b-P312>L21>DF13>Z253>Z2534>L643+ [253-2534-643]
f_57521 Matheson  R1b-P312>L21>DF13>Z253>Z2534>L643+ [253-2534-643]

f_49482 Matheson R1b-P312>L21>DF13>Z253>Z2534>L643+ [253-2534-643]
f_294795 Clark [p- uas]

The vertical grey lines are separated 10 generations apart.



R-L226
This is the modal haplotype for R-L226.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L226.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_82328 Brown R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_238126 Gannon R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_127414 Kean R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-D]
f_169471 Bryant R1b-P312>L21 [253-2534-226- uas]
f_N56434 Reilly R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-E]

f_174394 Walker R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_253873 zzzUnknown zzL21suspect [253-2534-226- uas]

f_N25784 Rines R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_177923 McGrath R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-M]

f_124291 Wright R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-M]
f_25505 Wright R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-M]

f_69433 McGraw R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-M]
f_20773 Donahoo  R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_213742 O’Donoghue R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_56031 Casey(Munster) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C2]

f_53484 Casey(Munster) zzL21suspect [253-2534-226-C2]
f_84813 Kelly R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_50373 O’Hara R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_27143 Bryan R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B1]

f_98444 Bryan R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B1]
f_78034 Bryan zzL21suspect [253-2534-226-B1]

f_260590 MacNamara zzL21suspect [253-2534-226-B1]
f_270991 zzzUnk(Bryant) zzL21suspect [253-2534-226-B1]
f_125443 O’Neill R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B1]

f_163248 Mack zzL21suspect [253-2534-226-B1]
f_16274 Anderson R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-H]

f_172840 Farrell  R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B2]
f_55897 Johnson zzL21suspect [253-2534-226-F]

f_29530 Forbes R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_156620 Kennedy(Munster) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-D]

f_176989 O’Brien R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-O]
f_46800 O’Wilder zzL21suspect [253-2534-226-O]

f_B3875 O’Briant R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-O]
f_N81958 zzzUnknown R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_77349 Casey(SCarolina) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C1]
f_29956 Hanvey zzL21suspect [253-2534-226-C1]

f_293338 Dunn R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-O]
f_142586 Hogan R1b-P312>L21 [253-2534-226-O]

f_11144 Donohoe  R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_254274 O’Dea R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B2]

f_254182 O’Dea R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B2]
f_N56105 Kerwick R1b-P312>L21 [253-2534-226-F]

f_190465 Casey(Munster) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C2]
f_N13807 Cannon R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C3]

f_N54074 Cannon R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C3]

The vertical grey lines are separated 10 generations apart.



R-DF73
This is the modal haplotype for R-DF73.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF73.  The color indicates the relative frequency of the alleles.
modal

f_58625 Saldaæa R1b-P312>L21>DF13>Z253>Z2534>DF73+ [253-2534-73]

The vertical grey lines are separated 10 generations apart.



R-L554
This is the modal haplotype for R-L554.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L554.  The color indicates the relative frequency of the alleles.
modal

f_23996 Pike R1b-P312>L21>DF13>Z253>L554+ [253-554- uas]

The vertical grey lines are separated 10 generations apart.



R-PF825.2
This is the modal haplotype for R-PF825.2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-PF825.2.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1

f_N43805 Lenares R1b-P312>L21 [253-1716-Mc]
f_N26401 McCollough zzL21suspect [253-1716-Mc-825]

f_270417 McCreary R1b-P312>L21>DF13>Z253>PF825.2+ [253-1716-Mc-825]
f_194421 McCracken zzL21suspect [253-1716-Mc-825]

f_195717 Marietta zzL21suspect [253-1716-Mc-825]
f_99512 McClure R1b-P312>L21>DF13>Z253>PF825.2+ [253-1716-Mc-825]

f_36535 McClure zzL21suspect [253-1716-Mc-825]
f_180442 McClure zzL21suspect [253-1716-Mc-825]

f_57387 McClure R1b-P312>L21>DF13>Z253>PF825.2+ [253-1716-Mc-825]
f_73977 McClure R1b-P312>L21 [253-1716-Mc-825]

f_256254 McClure zzL21suspect [253-1716-Mc-825]
f_184489 McClure zzL21suspect [253-1716-Mc-825]
f_164693 McClure zzL21suspect [253-1716-Mc-825]

f_247945 McClure zzL21suspect [253-1716-Mc-825]
f_211521 McClure zzL21suspect [253-1716-Mc-825]
f_94662 Mitchell R1b-P312>L21>DF13>Z253>PF825.2+ [253-1716-Mc-825]

f_149770 zzzUnknown R1b-P312>L21>DF13>Z253>PF825.2+ [253-1716-Mc-825]

The vertical grey lines are separated 10 generations apart.



R-Z255
This is the modal haplotype for R-Z255.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z255.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4
-5
-6
-7

f_N74958 Gleeson R1b-P312>L21>DF13>Z255* [255- uas]
f_202249 McMahon R1b-P312>L21>DF13>Z255* [255-1411]

f_153167 McMahon zzL21suspect [255-1411]
f_200510 Bell R1b-P312>L21>DF13>Z255* [255-1411]

f_97462 Davis zzL21suspect [255-1411]
f_N101540 Gleason R1b-P312>L21>DF13>Z255* [255-1411]

f_217441 zzzUnk(Michael) R1b-P312>L21>DF13>Z255* [255-1411]
f_100136 Phelps R1b-P312>L21>DF13>Z255* [255-1411]

f_28645 Carroll R1b-P312>L21>DF13>Z255 [255-1411]
f_174787 McConnell R1b-P312>L21>DF13>Z255 [255-1412]

f_49867 McConnell R1b-P312>L21>DF13>Z255 [255-1412]
f_64633 Keefe R1b-P312>L21>DF13>Z255* [255-1411]
f_66478 Baldwin R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_33100 Doty R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_260394 Belcher zzL21suspect [255-1830-IS-B1]
f_139196 McHale R1b-P312>L21>DF13>Z255* [255-1830-21]

f_84751 Cleary R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_260689 Quigley R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]

f_29761 Spence R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_35733 Spence R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_65178 Welsh R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-D]

f_115297 Corrigan zzL21suspect [255-1830-IS]
f_N11370 Cotton R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]

f_283187 zzUnk(Lewis) zzL21suspect [255-1830-IS-M]
f_97440 Grant R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_B1402 Stewart R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]

f_35449 Owen R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_40730 Park R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_42763 Connor zzL21suspect [255-1830-IS-B1]
f_273539 Humphries R1b-P312>L21 [255-1830-IS]

f_N47848 Adams R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_44410 Adams zzL21suspect [255-1830-IS-A]

f_B2499 Adams zzL21suspect [255-1830-IS-A]
f_218879 zzzUnk(Adams) zzL21suspect [255-1830-IS-A]

f_125806 Duoos R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_129234 McKee R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]

f_138281 Rennie R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_169910 Fields R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-G]
f_73524 Cameron R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_8687 Ball zzL21suspect [255-1830-IS-B1]
f_106868 McCabe R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_30522 Probst zzL21suspect [255-1830-IS-B1]

f_148922 Brock R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_185153 Bryan zzL21suspect [255-1830-IS-B2]

f_B2837 Burns zzL21suspect [255-1830-IS-B2]
f_191233 Hill R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B3]
f_45482 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]
f_37034 O’Byrne zzL21suspect [255-1830-IS-B2]

f_5074 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_121122 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_32690 Byrne zzL21suspect [255-1830-IS-B2]
f_38496 Byrne zzL21suspect [255-1830-IS-B2]

f_54354 Byrnes zzL21suspect [255-1830-IS-B2]
f_170615 Byrne zzL21suspect [255-1830-IS-B2]
f_192350 Byrn zzL21suspect [255-1830-IS-B2]

f_32921 O’Byrne zzL21suspect [255-1830-IS-B2]
f_31641 Byrne zzL21suspect [255-1830-IS-B2]

f_B3564 zzzUnk(Byrne) zzL21suspect [255-1830-IS-B2]
f_175814 zzzUnk(Byrne) zzL21suspect [255-1830-IS-B2]
f_N2871 Burns R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]

f_31911 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]

The vertical grey lines are separated 10 generations apart.



f_196076 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]
f_107642 Byrne zzL21suspect [255-1830-IS-B2]
f_114593 zzzUnknown zzL21suspect [255-1830-IS-B2]
f_68384 Byrn R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]

f_232724 Byrne zzL21suspect [255-1830-IS-B2]
f_147794 Byrnes zzL21suspect [255-1830-IS-B2]

f_196252 Dunn R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_B1170 MacKenzie R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B3]

f_14738 Carmack R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]
f_124210 Cavanaugh zzL21suspect [255-1830-IS-C]

f_124209 Cavanaugh zzL21suspect [255-1830-IS-C]
f_229505 Doyle R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-C]
f_198641 Sykes R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-C]
f_92117 Kavanagh R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-C]

f_77772 Davidson R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_262052 Knowles R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]

f_224465 Foulue zzL21suspect [255-1830-IS]
f_185218 Murphy R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_181871 Phillips R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_173273 Fowler R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_B1123 McCumsey R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B3]
f_231221 Olsen(Norway) R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-D]

f_83239 Smith R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-D]
f_142257 Wilson R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-D]

f_234536 Williams R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_N2553 Weymouth R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_219512 Davis zzL21suspect [255-1830-IS-D]
f_51942 Megehee R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_180582 Abbott R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_119485 Gaston zzL21suspect [255-1830-IS-G]

f_N38274 Gaston R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-G]
f_181025 Gaston zzL21suspect [255-1830-IS-G]
f_120891 Taylor zzL21suspect [255-1830-IS-G]

f_967 Gaston zzL21suspect [255-1830-IS-G]
f_112435 Gaston zzL21suspect [255-1830-IS-G]

f_149289 Johnson R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_232063 Sheets R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_198110 Dunlap zzL21suspect [255-1830-IS-G]

f_14205 McCain zzL21suspect [255-1830-11]
f_90790 Coyle R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_87861 Beattie R1b-P312>L21 [255-1830-IS-B1]

f_3055 Beattie R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_197704 Beatty zzL21suspect [255-1830-IS-B1]

f_213801 Baskin R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_160340 Beaty zzL21suspect [255-1830-IS-B1]
f_84037 McLaughlin R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_189284 Beatty zzL21suspect [255-1830-IS-B1]
f_158241 Betty R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_224012 Brooks R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_3032 Beatty R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_255516 Beattie zzL21suspect [255-1830-IS-B1]

f_6555 zzzUnknown R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_44566 Beatty zzL21suspect [255-1830-IS-B1]

f_10359 O’Shea(Cork) R1b-P312>L21 [255-1830-11]
f_179373 De Haverington R1b-P312>L21 [255-1830-IS-A]

f_182407 Harrington R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_N24417 Taylor zzL21suspect [255-1830-IS-A]

The vertical grey lines are separated 10 generations apart.



R-L96
This is the modal haplotype for R-L96.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L96.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_34465 Brock R1b-P312>L21>DF13>L96+ [96-1121]
f_176268 Gontaut R1b-P312>L21>DF13>L96+ [96-1121]

The vertical grey lines are separated 10 generations apart.



R-L513
This is the modal haplotype for R-L513.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L513.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5

f_272519 Ersson(Västernorrland) R1b-P312>L21>DF13>L513 [513- uas]
f_47260 zzzUnknown R1b-P312>L21 [zL21unassigned]

f_N1946 Gamble R1b-P312>L21>DF13>L513 [513-G]
f_92605 Gamel R1b-P312>L21>DF13>L513 [513-G]

f_52762 Tiernan R1b-P312>L21>DF13>L513 [513-G]
f_N101914 Evans zzL21suspect [513- uas]

f_228009 Kane R1b-P312>L21>DF13>L513 [513- uas]
f_204537 Coleman R1b-P312>L21>DF13>L513 [513-C]
f_95913 Coleman R1b-P312>L21>DF13>L513 [513-C]

f_14503 Belsher R1b-P312>L21 [513-A2]
f_82330 Garvey R1b-P312>L21>DF13>L513>L69.5 [513-A2]

f_120396 McCormick R1b-P312>L21 [513-A2]
f_115223 Gurry R1b-P312>L21>DF13>L513>L69.5* [513-A2]
f_N81720 Adams R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_254702 Murphy R1b-P312>L21>DF13>L513>L69.5 [513-A2-M]
f_197737 Corrigan R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_38430 Fox R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_N2051 McGuire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_N88205 Maguire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_N109246 McGuire R1b-P312>L21>DF13>L513 [513-A2-M]

f_226869 McGuire R1b-P312>L21>DF13>L513>L69.5 [513-A2-M]
f_85181 McGuire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_215134 zzzUnk(McGuire) zzL21suspect [513-A2-M]
f_90319 McGuire zzL21suspect [513-A2-M]

f_205064 McGuire R1b-P312>L21>DF13>L513>L69.5 [513-A2-M]
f_143742 McGuire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_134469 McGuire R1b-P312>L21 [513-A2-M]
f_160011 McGuire zzL21suspect [513-A2-M]
f_58104 Quinn zzL21suspect [513-A2-M]
f_257671 McManus zzL21suspect [513-A2-M]

f_193075 Hannay R1b-P312>L21>DF13>L513 [513-A2-M]
f_291241 Maguire R1b-P312>L21 [513-A2-M]
f_124546 McMahon R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_164943 Buchanan  R1b-P312>L21>DF13>L513 [513-A2-M]
f_65848 Maguire R1b-P312>L21 [513-A2-M]
f_31237 Burns R1b-P312>L21>DF13>L513>L69.5* [513-A2-B]
f_56563 Byrne zzL21suspect [513-A2-B]

f_30991 Byrne R1b-P312>L21>DF13>L513>L69.5* [513-A2-B]
f_N34882 Byrne zzL21suspect [513-A2-B]
f_77683 Burns zzL21suspect [513-A2-B]

f_N86695 Byrne zzL21suspect [513-A2-B]
f_151514 Byrnes R1b-P312>L21 [513-A2-B]
--- R-P66 ---
f_182465 Sherry R1b-P312>L21 [513-A2-M]

f_274410 McDonald R1b-P312>L21>DF13>L513>L69.5 [513-A2-M]
f_264338 McDonald R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_246556 McDonald R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_266175 McDonald R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_139578 Clarke R1b-P312>L21 [513-A2]
f_246849 Bruen zzL21suspect [513-A2]
f_228829 Bruen/Bruin R1b-P312>L21>DF13>L513>L69.5* [513-A2]

f_284047 O’Brien zzL21suspect [513-A2]
f_19876 McGuire zzL21suspect [513-A2-M]

f_91023 Leonard zzL21suspect [513-A2]
f_41466 Kelly(Kildare) R1b-P312>L21>DF13>L513* [513-A3-K]

f_216154 Jolley R1b-P312>L21>DF13>L513 [513-C]
f_102508 Pitt zzL21suspect [513-C]

f_N28178 Hayes(Scotland) R1b-P312>L21>DF13>L513 [513-H]
f_168705 Hayes(Scotland) zzL21suspect [513-H]

f_95100 Hayes(Scotland) zzL21suspect [513-H]

The vertical grey lines are separated 10 generations apart.



f_132342 Pillsbury R1b-P312>L21>DF13>L513 [513-H]
f_52869 Hayes(Wexford) zzL21suspect [513-C2]

f_37828 McNeil R1b-P312>L21 [513-C2-R]
f_124222 Rose zzL21suspect [513-C2-R]

f_5294 Rose R1b-P312>L21 [513-C2-R]
f_32119 Rose R1b-P312>L21>DF13>L513 [513-C2-R]

f_182444 Ross R1b-P312>L21 [513-C2-R]
f_213646 zzzUnk(Ross) zzL21suspect [513-C2-R]

f_216067 Ross R1b-P312>L21 [513-C2-R]
f_77904 Ross R1b-P312>L21>DF13>L513 [513-C2-R]

f_191119 Ross zzL21suspect [513-C2-R]
f_259690 Ross R1b-P312>L21>DF13>L513 [513-C2-R]

f_41206 Massey R1b-P312>L21>DF13>L513 [513-C2-M]
f_N11793 Ash R1b-P312>L21>DF13>L513 [513-C1]

f_143683 Gittens R1b-P312>L21>DF13>L513 [513-C1]
f_N57202 Healey R1b-P312>L21>DF13>L513 [513-N]

f_49541 McCarthy R1b-P312>L21>DF13>L513 [513-O]
f_90496 McDonald R1b-P312>L21 [513-O1]
f_230107 Nicolson(Highland) R1b-P312>L21>DF13>L513 [513-O1]

f_34730 O’Shea(Kerry) R1b-P312>L21 [513-O1]
f_83190 O’Shea(Kerry) R1b-P312>L21 [513-O1-A]

f_135093 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_175552 Moody zzL21suspect [513-O1-A]
f_15527 O’Shea(Kerry) zzL21suspect [513-O1-A]

f_177781 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_267300 Shea zzL21suspect [513-O1-A]

f_111318 O’Shea(Kerry) R1b-P312>L21>DF13>L513 [513-O1-A]
f_82020 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_145838 O’Shea(Kerry) zzL21suspect [513-O1-A]

f_37384 Shay(Kerry) zzL21suspect [513-O1-A]
f_N91514 O’Shea(Kerry) R1b-P312>L21>DF13>L513 [513-O1-A]

f_219931 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_160826 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_207359 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_89883 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_287903 O’Shea(Kerry) zzL21suspect [513-O1-A]

f_246531 Shea(Kerry) zzL21suspect [513-O1-A]
f_233289 Cope R1b-P312>L21>DF13>L513 [513-O]

f_182977 Fagan zzL21suspect [513-O]
f_211516 Connor R1b-P312>L21>DF13>L513 [513-O2]

f_113882 Müller R1b-P312>L21>DF13>L513 [513- uas]
f_210379 Roberts R1b-P312>L21>DF13>L513 [513- uas]
f_115901 Brown R1b-P312>L21 [513-B1]

f_16793 Kelly(Kintyre) R1b-P312>L21>DF13>L513 [513-B1]
f_212194 Gray zzL21suspect [513- uas]
f_65165 Wright zzL21suspect [513- uas]

f_264348 Collins zzL21suspect [513-K]
f_68119 Kingston R1b-P312>L21>DF13>L513 [513-K]

f_186680 Kingston zzL21suspect [513-K]
f_N91340 Kingston zzL21suspect [513-K]

f_219122 Kingston zzL21suspect [513-K]
f_106714 Kingston zzL21suspect [513-K]

f_292388 Kingston zzL21suspect [513-K]
f_188436 Noe R1b-P312>L21>DF13>L513 [513-K1]

f_209781 Callahan R1b-P312>L21>DF13>L513* [513-K1-A]
f_21834 White R1b-P312>L21>DF13>L513 [513-K1-A]

f_145533 zzzUnk(Cummings) R1b-P312>L21>DF13>L513 [513-K1-A]
f_82080 Center R1b-P312>L21 [513-D]
f_152967 Woods R1b-P312>L21 [513-D]

f_235327 Woods zzL21suspect [513-D]
f_154053 Woods R1b-P312>L21 [513-D]

f_259381 Drake(Woods) zzL21suspect [513-D]
f_65521 Robertson R1b-P312>L21>DF13>L513 [513-D]

f_274757 Powell(Eng) zzL21suspect [513-FA]
f_117944 Wilson R1b-P312>L21>DF13>L513 [513-FA]

f_125313 Wilson R1b-P312>L21>DF13>L513 [513-FA]
f_37986 Cameron(A) R1b-P312>L21>DF13>L513 [513-E]
f_N88177 Campbell(McIver) R1b-P312>L21>DF13>L513 [513-E]
f_26817 McKenzie(Kintail) R1b-P312>L21>DF13>L513 [513-E]

f_102531 McKenzie(Kintail) zzL21suspect [513-E]
f_39431 McKenzie(Kintail) zzL21suspect [513-E]

f_227911 McKenzie(Kintail) zzL21suspect [513-E]
f_215816 Williams R1b-P312>L21>DF13>L513 [513-E]

f_27331 McKenzie(Kintail) R1b-P312>L21>DF13>L513 [513-E]
f_105215 MacKenzie(Kintail) R1b-P312>L21>DF13>L513 [513-E]

The vertical grey lines are separated 10 generations apart.



f_30344 McKenzie(Kintail) R1b-P312>L21>DF13>L513 [513-E]
f_27274 McKenzie(Kintail) R1b-P312>L21>DF13>L513>L577+ [513-E-577]

f_150594 McKenzie(Kintail) R1b-P312>L21>DF13>L513>L577+ [513-E-577]
f_35761 MacKenzie(Kintail) R1b-P312>L21>DF13>L513 [513-E]

f_158736 MacKenzie R1b-P312>L21>DF13>L513 [513-E]
f_29631 Phillips(VA) zzL21suspect [513-W]
f_56277 Winter R1b-P312>L21>DF13>L513 [513-W]

f_52669 Winters R1b-P312>L21>DF13>L513 [513-W]
--- R-L193.1 ---

f_43722 Connell R1b-P312>L21>DF13>L513 [513-B]
--- R-L706.2 ---

f_251996 McLoughlin R1b-P312>L21>DF13>L513 [513-D]
f_197401 Carey R1b-P312>L21>DF13>L513 [513-D1]

f_83015 McConnell R1b-P312>L21>DF13>L513 [513-D1]
f_50994 MacPherson R1b-P312>L21>DF13>L513 [513-D1]

f_234966 MacPherson zzL21suspect [513-D1]
f_N98521 Desmond R1b-P312>L21>DF13 [zDF13unassigned]

f_38105 Vance(Ulster) R1b-P312>L21>DF13>L513 [513-V]
f_56954 Vance(Ulster) R1b-P312>L21>DF13>L513 [513-V]

f_53712 Whalen R1b-P312>L21>DF13>L513 [513-V]
f_72197 Vance(Ulster) R1b-P312>L21>DF13>L513* [513-V]

f_U2464 Berney R1b-P312>L21>DF13>L513 [513-B3]
f_N28898 Grogan zzL21suspect [513-B3]

f_178277 Smith(Eng) R1b-P312>L21>DF13>L513 [513-S]
f_65378 Smith(Eng) R1b-P312>L21>DF13>L513* [513-S]

f_180670 Davis zzL21suspect [z6171315]
f_98088 Davis zzL21suspect [z6171315]

f_23361 Gregory R1b-P312>L21 [z6171315]
f_167883 Lewis R1b-P312>L21 [z6171315]

f_228772 Reid R1b-P312>L21>DF13>L513 [513- uas]
--- R-CTS3087 ---

f_160798 Henderson R1b-P312>L21>DF13 [zDF13unassigned]
f_235255 Smith R1b-P312>L21>DF13 [zDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-CTS3087
This is the modal haplotype for R-CTS3087.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-CTS3087.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

f_251976 Breen R1b-P312>L21 [513-D2]
f_262843 Breen R1b-P312>L21>DF13>L513 [513-D2]

f_125553 Johnston R1b-P312>L21>DF13>L513>CTS3087+ [513-D2]
f_53579 zzzUnknown R1b-P312>L21>DF13 [513-D2]

f_149789 Guthrie zzL21suspect [513-D2]
f_76587 Diven zzL21suspect [513-D2-A1]

f_N112468 Diver R1b-P312>L21>DF13>L513>CTS3087+ [513-D2-A1]
f_4479 Devine R1b-P312>L21>DF13>L513>CTS3087+ [513-D2-A1]

f_131998 Fritts R1b-P312>L21>DF13>L513>CTS3087+ [513-D2]
f_51487 Guthrie zzL21suspect [513-D2]
f_62514 Guthrie zzL21suspect [513-D2]

f_156204 Guthrie zzL21suspect [513-D2]
f_33800 Guthrie zzL21suspect [513-D2]

f_171137 Murray R1b-P312>L21>DF13>L513 [513-D2]
f_50462 Anglin R1b-P312>L21>DF13>L513 [513-D2-A1]

f_219818 Anglin zzL21suspect [513-D2-A1]
f_233944 Maloney R1b-P312>L21>DF13>L513 [513-D2-A1]

f_240001 Nichols zzL21suspect [513-D2-A2]
f_234631 Matthews R1b-P312>L21>DF13>L513>CTS3087+ [513-D2-A2]

f_235940 Sears R1b-P312>L21>DF13>L513>CTS3087+ [513-D2]
f_40171 Kelley(Cork) R1b-P312>L21 [513-D2]

f_71380 Scanlan R1b-P312>L21>DF13>L513 [513-D2]

The vertical grey lines are separated 10 generations apart.



R-L706.2
This is the modal haplotype for R-L706.2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L706.2.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

--- R-L705.2 ---
f_206580 Long R1b-P312>L21 [513-B2-706-W2]
f_24977 Morgan zzL21suspect [513-B2-706-W2]
f_163875 Buckley(VA) R1b-P312>L21>DF13>L513 [513-B2-706-W3]

f_219571 Gardner R1b-P312>L21>DF13>L513>L706.2* [513-B2-706-X]

The vertical grey lines are separated 10 generations apart.



R-L705.2
This is the modal haplotype for R-L705.2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L705.2.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2

f_202969 Edwards R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706]
f_193851 Barrett R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-B]

f_8132 Barrett R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-B]
f_178598 Adams R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-A]

f_36619 Banks R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-A]
f_85844 Bergeron R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-O]

f_175434 Jones zzL21suspect [513-B2-706-W1]
f_35532 zzzUnk(Brown) R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-W1]

f_82655 Morris R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-W2]
f_N29541 Sunesson(Tibbhult) R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706]
f_N54638 Walsh R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-W2]

f_238987 Welsh zzL21suspect [513-B2-706-W2]
f_233741 James zzL21suspect [513-B2-706-P]

f_60411 Phillips(Eng) R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-706-P]

The vertical grey lines are separated 10 generations apart.



R-L193.1
This is the modal haplotype for R-L193.1.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L193.1.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_206584 Bingham R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_49038 Glandenning R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]

f_29644 Glendinning R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]
f_113748 Mavity R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]

f_192941 McVittie R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]
f_158327 Beatty R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]

f_175327 Miller  R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-D]
f_174934 Beatty R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]

f_215973 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]
f_144090 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]

f_27531 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]
f_196798 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]

f_13273 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]
f_74091 Little  zzL21suspect [513-A1-193-L]
f_230169 Irwin zzL21suspect [513-A1-193-L]
f_20107 Little(CDY?) zzL21suspect [513-A1-193-L]

f_279183 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]
f_279182 Little zzL21suspect [513-A1-193-L]

f_52021 McCowan R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-D]
f_29753 Sinkler R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]

f_127262 St Clair R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]
f_168205 Duff  R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-D]

f_257695 Burrows R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_179378 Stevenson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]

f_231779 Davidson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_16464 McRae R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]

f_167431 Matheson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-A]
f_172772 Matheson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-A]

f_83065 Stevens R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-F]
f_N14186 Little zzL21suspect [513-A1-193-I]

f_132446 Elliott R1b-P312>L21 [513-A1-193-E]
f_130361 Elliott R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-E]
f_272477 Elliott R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-E]

f_47786 Elliott R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-E]
f_55229 Elliott R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-E]

f_259755 Sharp R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_179742 Cunningham R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-N]

f_177897 Brooks R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-N]
f_204189 Newton zzL21suspect [513-A1-193-N]

f_159822 Meek R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-N]
f_N104029 Black zzL21suspect [513-A1-193-A]
f_269679 Black zzL21suspect [513-A1-193-A]

f_47827 Blair R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-A]
f_177505 MacLennan R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-I]

f_179437 Campbell(A1) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-A]
f_132807 McKenzie(Ross&C) zzL21suspect [513-A1-193-C]
f_226586 Cruise R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]

f_279185 Kennedy R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-T]
f_46951 Ferguson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]

f_171131 Duncan R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-D]
f_N19218 Dugger R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_37870 McClain R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_49220 McClain zzL21suspect [513-A1-193-M]

f_38840 McLain R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_N49123 Wilson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]

f_252772 McClain R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_170761 McIntire R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_17782 Walker R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_44985 Martin R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_181420 Martin R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_207945 Holmes R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_98112 Wilson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]

The vertical grey lines are separated 10 generations apart.



f_180757 McClaine zzL21suspect [513-A1-193-M]
f_190210 MacDonald R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_230552 McDonald R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_195507 McDonald R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_82167 McClain R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_252393 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]
f_9139 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]

f_N91171 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]
f_26814 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]
f_291208 zzzUnk(Kennedy) zzL21suspect [513-A1-193-K]

f_65397 Ward R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_125524 Ward R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_43003 Duncan R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_44265 Martin R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_268319 Knox R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_211338 Robertson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_170832 Adams R1b-P312>L21>DF13>L513>L193.1+ [513-A4]
f_N9932 MacLean R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_249460 McVicar R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_7555 Dennis zzL21suspect [513-A1-193-V]
f_N21545 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]

f_149061 Vance(Barnbarroch) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-V]
f_N20182 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_68535 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_65717 Vance(Barnbarroch) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-V]

f_61862 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_67952 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]

f_54198 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_198026 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_39200 Vaux(Barnbarroch) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-V]

f_85014 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_140826 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]

f_229675 Elliott zzL21suspect [513-A1-193-E]
f_158892 Elliott zzL21suspect [513-A1-193-E]

f_281538 Little zzL21suspect [513-A1-193-L]
f_172173 Neves R1b-P312>L21>DF13 [z2515-A]

f_299377 Taylor zzL21suspect [513-A1-193-L]
f_93990 McCrea zzL21suspect [513-A1-193-M]

f_129713 McClain zzL21suspect [513-A1-193-M]
f_163590 Irvine zzL21suspect [513-A1-193-I]

The vertical grey lines are separated 10 generations apart.



R-P66
This is the modal haplotype for R-P66.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-P66.  The color indicates the relative frequency of the alleles.

modal
+1

-1

f_31293 McCown R1b-P312>L21>DF13>L513>L69.5>P66+ [513-A2-M]
f_60586 McCown R1b-P312>L21>DF13>L513>L69.5>P66+ [513-A2-M]
f_184039 McKown R1b-P312>L21>DF13>L513>L69.5>P66+ [513-A2-M]

The vertical grey lines are separated 10 generations apart.



R-DF49
This is the modal haplotype for R-DF49.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

25

19

14

39
1

11

38
5a

11

38
5b

13

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

14
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

18

44
9

30

46
4a

15

46
4b

16

46
4c

16

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

17

60
7

16

57
6

18

57
0

17

C
D

Y
a

38

C
D

Y
b

39

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

21

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

16

45
0

8

44
4

12

48
1

25

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

12

56
5

12

71
0

35

48
5

15

63
2

9

49
5

16

54
0

12

71
4

24

71
6

26

71
7

19

50
5

12

55
6

11

54
9

12

58
9

12

52
2

11

49
4

9

53
3

13

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

22

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

13

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-DF49.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5
-6
-7
-8

--- R-DF23 ---
f_13421 Mason R1b-P312>L21>DF13>DF49 [49*- uas]

f_138312 Gough R1b-P312>L21 [49*-1017]
f_117897 Stedman R1b-P312>L21>DF13>DF49* [49*-1017]

f_N62075 Henley R1b-P312>L21 [zL21unassigned]
f_48048 Law R1b-P312>L21 [z4381325]

f_214154 Stapleton R1b-P312>L21 [z4381325]
f_205239 Culver R1b-P312>L21 [zL21unassigned]

f_96841 Reynolds R1b-P312>L21 [zL21unassigned]
f_B3231 Allison R1b-P312>L21>DF13>DF49* [49*-2526-A]

f_129036 Harrison R1b-P312>L21>DF13>DF49* [49*-2526-B]
f_33932 Hopkins R1b-P312>L21>DF13>DF49* [49*-2526-B]

f_31795 Hopkins R1b-P312>L21>DF13>DF49* [49*-2526-B]
f_31399 Lambert R1b-P312>L21 [X1363-6919-1415]

f_227298 Crawford R1b-P312>L21 [zL21unassigned]
f_216031 McElrea R1b-P312>L21>DF13>DF49* [49*- uas]

f_N83314 Cain R1b-P312>L21>DF13 [z992410]
f_201524 Cain zzL21suspect [z992410]

f_117117 Holladay R1b-P312>L21>DF13>DF49* [49*-1014]
f_N76483 Killebrew [d-991113]

f_230120 Pettit R1b-P312>L21>DF13>DF49* [49*-1122]
f_207060 Shepherd R1b-P312>L21>DF13 [zDF13unassigned]

f_181809 Parry R1b-P312>L21>DF13>DF49* [49*- uas]
f_35890 Wright zzL21suspect [z450913]

f_100715 Bowen R1b-P312>L21 [z1130-A2]
f_79421 Richards R1b-P312>L21>DF13 [z1130-A2]

f_27652 Dyess zzL21suspect [z1130-A2]
f_N10900 Pierce R1b-P312>L21 [z1130-A2]

f_147162 Sims R1b-P312>L21 [z1130-A2]
f_264132 Davis R1b-P312>L21 [z1130-A2]

The vertical grey lines are separated 10 generations apart.



R-DF23
This is the modal haplotype for R-DF23.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF23.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5
-6
-7
-8

f_198646 Cain R1b-P312>L21>DF13 [1335-1065-Sc]
f_167308 Rose  R1b-P312>L21>DF13 [zDF13unassigned]

f_137502 Elliott zzL21suspect [49- uas]
f_122016 Honeycutt zzL21suspect [49- uas]

f_203844 Lewis R1b-P312>L21>DF13>DF49>DF23 [49- uas]
f_101669 Steele R1b-P312>L21>DF13 [49- uas]

f_78065 Lamphier R1b-P312>L21>DF13>DF49>DF23 [49-23*- uas]
f_63595 Anglin R1b-P312>L21>DF13>DF49>DF23* [49-23*- uas]

f_67089 Anglin zzL21suspect [49-23*- uas]
f_50620 Anglin zzL21suspect [49-23*- uas]

f_226516 Anglin zzL21suspect [49-23*- uas]
f_15640 Cochran zzL21suspect [z142021]

f_41311 Eaton R1b-P312>L21>DF13>DF49>DF23 [49-23*-1922-A]
f_99593 Taylor zzL21suspect [49-23*-1922-A]
f_137235 Caldwell R1b-P312>L21>DF13>DF49>DF23* [49-23*-1922-C]

f_79710 Carll R1b-P312>L21>DF13>DF49>DF23* [49-23*-1922-C]
f_116686 Davis R1b-P312>L21 [49-23*-44413]

f_174323 Pye R1b-P312>L21>DF13 [253-2534-2185-1066-A]
f_84034 Hamon R1b-P312>L21>DF13 [zDF13unassigned]

f_56732 Anderson R1b-P312>L21 [zL21unassigned]
f_162881 Carroll R1b-P312>L21>DF13>DF49>DF23 [49-23*-15-A]

f_239359 Davis zzL21suspect [49-23*-15-WSW]
f_19920 Stephens R1b-P312>L21>DF13>DF49>DF23* [49-23*-15-WSW]

f_147036 Vaughan R1b-P312>L21>DF13>DF49>DF23 [49-23*-15-WSW]
f_200798 Farthing R1b-P312>L21 [z5721016]

f_177202 Ricks R1b-P312>L21>DF13>DF49>DF23* [49-23*-55715]
f_118605 Morris R1b-P312>L21 [z1499]

f_67227 Morris zzL21suspect [z1499]
f_76793 Morris zzL21suspect [z1499]

f_52593 Logan R1b-P312>L21 [z3931217]
f_44048 Lewis R1b-P312>L21 [z49211]

--- R-Z2961 ---

The vertical grey lines are separated 10 generations apart.



R-Z2961
This is the modal haplotype for R-Z2961.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2961.  The color indicates the relative frequency of the alleles.

modal
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+3
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-2
-3
-4
-5
-6
-7
-8

--- R-M222 ---
f_N54996 Bennett R1b-P312>L21 [49-23*-152123]

f_147788 Reis zzL21suspect [49-23*-152123]
f_100219 Kelly(Ui Maine) R1b-P312>L21>DF13>DF49>DF23>Z2961* [49-2329-11-HyM]

f_107869 Kelly(UiMaine) R1b-P312>L21>DF13>DF49>DF23 [49-2329-11-HyM]
f_84928 O’Kelly(UiMaine) zzL21suspect [49-2329-11-HyM]

f_160027 Madden R1b-P312>L21>DF13>DF49>DF23>Z2961 [49-2329-11-HyM]
f_159039 Trainor R1b-P312>L21>DF13>DF49>DF23>Z2961* [49-2329-11-HyM]

f_90660 Johnston R1b-P312>L21>DF13>DF49>DF23>Z2961* [49-2329-1922-J]
f_219125 Johnston zzL21suspect [49-2329-1922-J]

f_213191 Lewis zzL21suspect [49-2329-1922-J]
f_209861 Johnston zzL21suspect [49-2329-1922-J]

f_73834 Landon R1b-P312>L21>DF13>DF49>DF23>Z2961* [49-2329-1922-J]
f_227402 Gilbert R1b-P312>L21>DF13 [zDF13unassigned]

f_37495 Rogers R1b-P312>L21 [49-?-2513]
f_43920 Rogers zzL21suspect [49-?-2513]

f_178560 Davis R1b-P312>L21 [49-2329-1640-B]
f_B2944 Thomas R1b-P312>L21>DF13 [zDF13unassigned]

f_N108400 Joyce R1b-P312>L21>DF13>DF49>DF23>Z2961* [49-2329-1640-B]
f_278878 Bowers R1b-P312>L21>DF13>DF49 [49-?-39312]

f_171234 McGee zzL21suspect [49-?-39312]
f_269879 McGee zzL21suspect [49-?-39312]

f_288313 Owens zzL21suspect [49-?-39312]
f_B3802 Arnold zzL21suspect [z4871222]

f_60067 Carter zzL21suspect [z4871222]
f_289737 Willis R1b-P312>L21>DF13 [zDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-M222
This is the modal haplotype for R-M222.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-M222.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5
-6
-7
-8

f_40311 Noble R1b-P312>L21 [49- uas]
f_160006 Magee zzL21suspect [49-2329222- uas]

f_B3174 Ifernain zzL21suspect [49-2329222-1717]
f_196477 Morrison R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_160447 Campbell zzL21suspect [49-2329222-1922]
f_56834 Campbell zzL21suspect [49-2329222-1922]

f_287130 Carroll zzL21suspect [49-2329222-1922]
f_44205 Whitehead R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_36615 Blaney zzL21suspect [49-2329222- uas]
f_298439 Kelly zzL21suspect [49-2329222- uas]

f_197413 McCann zzL21suspect [49-2329222-45510]
f_94434 Jordan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_83687 Tucker R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_205156 McClain zzL21suspect [49-2329222-39215]

f_254059 Lowry zzL21suspect [49-2329222-99]
f_252174 McKechnie zzL21suspect [49-2329222-1915]

f_118313 Glass R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]
f_239353 Burns zzL21suspect [49-2329222-1922]

f_239642 Cotisgan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_177480 McGovern R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_B3060 Early R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N55271 Bryant R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_N2231 Dunn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_106001 Kimble zzL21suspect [49-2329222-44927]
f_202608 Ferguson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_35946 Golden R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_16433 zzzUnk(Adams) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-14-A]

f_69577 Cain R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_126399 Kane R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_58811 Kane R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1718]
f_118913 Paterson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

f_27077 McHenry R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_14276 McHenry R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-53711]
f_209992 McHenry zzL21suspect [49-2329222-1717]

f_37683 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A]
f_32942 Ewing zzL21suspect [49-2329222-1915-A1]
f_215509 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A1]

f_200136 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A1]
f_26605 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A1]

f_200084 Kearon zzL21suspect [49-2329222-5119]
f_290444 Gaughan zzL21suspect [49-2329222-55717]
f_234060 Broderick zzL21suspect [49-2329222- uas]

f_91925 Brennan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_15987 Duncan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-232922289-1112]

f_205297 McConnaughhay R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85>DF97+ [49-232922289-1112]
f_236057 McConaughey R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-232922289-1112]

f_12701 Ferguson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_284725 McKibbon zzL21suspect [49-2329222- uas]

f_271757 Robertson zzL21suspect [49-2329222- uas]
f_229652 Williams R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_30896 McCord R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_219538 Kinney zzL21suspect [49-2329222- uas]

f_N6181 McElhinney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_198653 MacLaren zzL21suspect [49-2329222- uas]

f_76350 Grant R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-46013]
f_N1970 Thompson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-46013]

f_206723 Houston zzL21suspect [49-2329222-56812]
f_154748 McMurry zzL21suspect [49-2329222-56812]

f_160628 McKean R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_152299 Carney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

The vertical grey lines are separated 10 generations apart.



f_207196 Cronin zzL21suspect [49-2329222- uas]
f_245047 Murphy zzL21suspect [49-2329222- uas]

f_2008 Degnan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_88905 Degnen R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_64859 McLaughlin R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-57212]
f_N55831 Desertspring  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-14]
f_239289 Dunihoo zzL21suspect [49-2329222-14-B]

f_89835 Manley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-45512]
f_189794 Munnelly zzL21suspect [49-2329222-45512]

f_74163 Monnelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-45512]
f_205699 Reid R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_N32460 Coyne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_62363 Carroll R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-11]

f_217378 McGarvey R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_50714 Savage R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A2]

f_174629 Matheson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-11]
f_59180 McCrory R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]

f_53361 McCrory R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]
f_53362 McCrory zzL21suspect [49-2329222-1421- uas]

f_22768 Webb R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_47448 Dunn zzL21suspect [49-2329222-1717]

f_128348 McWilliams R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_121588 Duffy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]

f_119156 Welch R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_30771 Burns R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_57840 Fleming R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_37094 Harrison R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85>DF97+ [49-23292228- uas]
f_220391 Ferguson zzL21suspect [49-2329222- uas]

f_256055 Davis R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_51536 Gormley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_198682 McNally R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]

f_179855 zzzUnk(Hale) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N112356 Farrell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_181933 Lally  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85* [49-23292228- uas]
f_246349 Morrow R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_6897 Slavens R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85 [49-23292228- uas]
f_N6563 zzzUnk(Damman) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724-A]

f_133174 Flynn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]
f_34509 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]
f_8999 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]

f_135410 Alexander R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_12969 Elder R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]

f_83591 Hood R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_105021 Duff  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_N7406 Donaldson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_96185 Hannan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_179029 MacLean  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N65918 McKinley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_146737 Lafferty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1013]
f_20957 Lowery zzL21suspect [49-2329222-46013]

f_246887 Alexander R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_145320 Byrne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_195598 Megerian R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_283912 Walsh zzL21suspect [49-2329222-48714]

f_21588 McGinnis R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_255806 Henwood R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_177534 Neal zzL21suspect [49-2329222-44724]
f_35899 McGonagill R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_17624 Megonnigil R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_48772 McGonigal zzL21suspect [49-2329222-1915]
f_150667 McGonigal zzL21suspect [49-2329222-1915]

f_63538 McGonagill zzL21suspect [49-2329222-1915]
f_150419 McGonigle R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_37813 McGonigal R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]

f_156533 McGunnegle R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_197837 MacCaddams zzL21suspect [49-2329222-46013]

f_165907 McAdam R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-46013]
f_62770 McAmis R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_258154 Fee zzL21suspect [49-2329222-46013]
f_234486 Lindsey R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_210209 Wham R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_158669 Byrne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_228786 Mullin R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-2323]

f_14553 McGee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]
f_158783 McGraw R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

The vertical grey lines are separated 10 generations apart.



f_167188 Devlin zzL21suspect [49-2329222- uas]
f_97691 Morrison zzL21suspect [49-2329222- uas]

f_56598 Dunbar R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1111]
f_50389 Brune R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_65310 Devenney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_251999 Watson zzL21suspect [49-2329222-48714-B]

f_47582 Leonard R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_187291 McCourt R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_N58587 Butler zzL21suspect [49-2329222- uas]
f_N104491 McCollum R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85* [49-23292228- uas]
f_249937 zzzUnknown zzL21suspect [49-2329222-2323]

f_227877 Byrnes R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>PF1169+ [49-2329222-48714-A]
f_16646 Conroy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>PF1169+ [49-2329222-48714-A]

f_163088 Williams R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714-A]
f_3933 Dalton R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714-A]

f_29552 Dalton R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714-A]
f_208308 Kennedy zzL21suspect [49-2329222- uas]

f_247986 Bennett zzL21suspect [49-2329222- uas]
f_229234 Liss R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N113849 Depue R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_250487 Gray R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_137353 Fannin zzL21suspect [49-2329222- uas]

f_15281 Wheeler R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_251396 Kernan zzL21suspect [49-2329222-1111]

f_206153 McFarlane zzL21suspect [49-2329222- uas]
f_123129 Bartley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-46013]

f_43968 McGovern zzL21suspect [49-2329222- uas]
f_30369 McGovern zzL21suspect [49-2329222- uas]

f_160741 Hart R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_105684 Burns R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N8271 O’Reilly zzL21suspect [49-2329222- uas]
f_73842 Riley zzL21suspect [49-2329222- uas]

f_125067 O’Reilly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_111909 Burns zzL21suspect [49-2329222- uas]
f_52793 O’Brien R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_192419 Riley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_195663 Spencer R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_236891 Byrne zzL21suspect [49-2329222- uas]
f_250346 McCaffery zzL21suspect [49-2329222- uas]

f_248607 Curran R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]
f_565 Moody R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_159973 O’Kelly zzL21suspect [49-2329222- uas]
f_69628 Kelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-2124]

f_92019 O’Byrne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_258368 Heiland R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_207532 Concannon zzL21suspect [49-2329222- uas]
f_73633 Daugherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-39215]

f_49972 zzzUnk(Foster) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724-A]
f_102737 Towne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724-A]

f_143796 Donnelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]
f_49625 Egan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_106891 Egan zzL21suspect [49-2329222-44927]
f_127470 Knowles R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_9240 Knowles zzL21suspect [49-2329222-44927]
f_116366 Heaney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_201315 Murphy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]
f_129164 McHugh R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_99592 Harron R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_221981 Millgan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1718]

f_23702 Milliken R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1718]
f_10045 Milligan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1718]

f_N17461 Ryall R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_41031 Doherty zzL21suspect [49-2329222-1922-A]

f_231781 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-11]
f_124058 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_46819 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_105459 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_251441 Devitt R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85 [49-23292228- uas]
f_85077 McManigell zzL21suspect [49-2329222-1922]

f_42592 McGonigal R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922-A]
f_123930 McMoneagle R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_66028 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_18212 Dougherty zzL21suspect [49-2329222-1922-A]

f_N89906 Dougherty zzL21suspect [49-2329222-1922-A]
f_29142 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85>DF97+ [49-232922289-1922-A]

The vertical grey lines are separated 10 generations apart.



f_238471 McDowell zzL21suspect [49-2329222-1922-A]
f_193665 Daugherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922-A]

f_225566 Daugherty zzL21suspect [49-2329222-1922-A]
f_204713 Stewart R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922-A]

f_31706 Doherty zzL21suspect [49-2329222-1922-A]
f_248703 Docherty zzL21suspect [49-2329222-1922-A]

f_N90904 Bell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_54670 Taylifer zzL21suspect [49-2329222-1922]

f_185423 Taylor zzL21suspect [49-2329222-1922]
f_N58979 Burnet R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N2321 Burns R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-56511]
f_24073 zzzUnk(Stroup/Doherty) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_169436 Gilmore  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_232911 Stevenson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_42029 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N96304 Wilson zzL21suspect [49-2329222- uas]
f_78346 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123]

f_30380 Devaney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_40281 Taylor R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

f_167346 Graham R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_66076 Dunbar zzL21suspect [49-2329222-2124]

f_263680 McNeil zzL21suspect [49-2329222-55717]
f_116849 Ross R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_128226 Queen zzL21suspect [49-2329222- uas]
f_N54323 Quinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-53711]

f_32498 Doherty zzL21suspect [49-2329222- uas]
f_26794 McKenzie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_226129 Butler R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_217635 McGrory zzL21suspect [49-2329222-1915]

f_152800 Brooks R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]
f_89028 Cowan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N112505 Hoy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N50602 Evans R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_18099 Moore zzL21suspect [49-2329222- uas]

f_102002 Greer R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_862 Tucker R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_173150 Grierson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_117158 Grierson zzL21suspect [49-2329222-46013]

f_12068 Milligan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N62054 Milligan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_191000 Milliken zzL21suspect [49-2329222-46013]
f_N96006 Mitchell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_135550 Milligan  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_189102 Milliken zzL21suspect [49-2329222- uas]
f_7874 Grierson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_57988 McNeely R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_192014 McNeely R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85>DF97+ [49-23292228- uas]
f_203361 Carroll R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_273902 Cast zzL21suspect [49-2329222- uas]

f_4391 Garrah R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_159728 Taylor zzL21suspect [49-2329222- uas]

f_174444 McKown R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_267031 Conley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_80603 Carey R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_235771 McBride R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_284431 McGrath R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N33073 McGee zzL21suspect [49-2329222-2124]
f_173398 McConchie zzL21suspect [49-23292228-1919]

f_194537 Shazell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85 [49-23292228-1919]
f_252843 McDonnel R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_58485 McHargue R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_97573 McHargue R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_115365 Gwinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]
f_220720 Gwinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]
f_181312 Gwinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]

f_N18064 Moore R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]
f_54497 MacDonald R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N76193 Larkin R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_36712 O’Shaughnessy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_152023 Connolly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_110945 Robertson zzL21suspect [49-2329222- uas]

f_N99804 Dolan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N98557 Dolan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_58120 De Wolfe R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]
f_230700 Haggarty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]

The vertical grey lines are separated 10 generations apart.



f_224192 Haggertie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]
f_214610 Haggertie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]

f_185023 zzzUnknown zzL21suspect [49-2329222-55717]
f_208158 McGonigal R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_209408 Patterson zzL21suspect [49-2329222- uas]
f_207248 Patterson zzL21suspect [49-2329222- uas]
f_23059 Patterson zzL21suspect [49-2329222- uas]

f_116811 Patterson zzL21suspect [49-2329222- uas]
f_229822 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_92741 Ransom R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_56323 McConnell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_194229 Law zzL21suspect [49-2329222- uas]
f_52364 McNabb R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_164044 zzzUnknown R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_41984 McCord R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_15226 Blayney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]
f_N86819 Keilty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]

f_107354 Paiz zzL21suspect [49-2329222-1915]
f_263423 Swords R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_283995 Turner zzL21suspect [49-2329222- uas]
f_243713 Quinn zzL21suspect [49-2329222- uas]

f_N14949 Lominac R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_12305 Freeman R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_257923 Gilmore zzL21suspect [49-2329222-55717]
f_21645 Laws R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]

f_14745 Mitchell zzL21suspect [49-2329222-55717]
f_109136 zzzUnk(Livingston) zzL21suspect [49-2329222-55717]

f_142567 Downie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717-A]
f_189014 Downie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717-A]

f_47050 Murray R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_N89746 De Highden R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_549 Dooley zzL21suspect [49-2329222- uas]
f_132906 McLain  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123]

f_N9586 McKeever zzL21suspect [49-2329222-11]
f_38423 McGill R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_57411 Fournier R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-46013]
f_B4857 Carroll zzL21suspect [49-2329222-55717]
f_N5613 Galyean R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-53711]
f_97959 Galyean zzL21suspect [49-2329222-53711]

f_80149 Kenney zzL21suspect [49-2329222- uas]
f_36545 O’Brien R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

f_27202 Cunniff R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_188933 Quinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_201623 Callahan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_167335 zzzUnknown R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_27550 Clarkson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-39215]
f_99750 Patterson zzL21suspect [49-2329222-39215]

f_62620 Strawn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_19590 Donahue R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-14]

f_164014 Donoghue zzL21suspect [49-2329222-14]
f_227811 MacLennan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_272418 MacLennan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]
f_39277 McKenzie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_199859 Crellin R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]
f_270957 Hamil R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_197090 Churchill R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_91704 Kelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_119699 MacAdam zzL21suspect [49-2329222- uas]

f_65678 MacAdam zzL21suspect [49-2329222- uas]
f_180243 MacAdam zzL21suspect [49-2329222- uas]
f_N49044 MacAdam zzL21suspect [49-2329222- uas]

f_88644 MacAdam R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85 [49-23292228- uas]
f_88646 MacAdam zzL21suspect [49-2329222- uas]
f_88883 McKee zzL21suspect [49-2329222-1922]

f_242649 Duncan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-23292228-48122]
f_31240 Duncan zzL21suspect [49-23292228-48122]

f_17484 Duncan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-23292228-48122]
f_175526 McCombs R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-23292228-48122]

f_161531 McCombs R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-23292228-48122]
f_127187 McKee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-23292228-48122]
f_B4398 McKee zzL21suspect [49-23292228-48122]
f_236950 McKee zzL21suspect [49-23292228-48122]

f_245307 Ison zzL21suspect [49-23292228-48122]
f_171920 McGee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-23292228-48122]
f_200080 McGee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85 [49-23292228-48122]

The vertical grey lines are separated 10 generations apart.



f_242239 McKee zzL21suspect [49-23292228-48122]
f_N64222 McKie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>DF85 [49-23292228- uas]

f_151780 McGee zzL21suspect [49-23292228-48122]
f_N115028 Coleman R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

The vertical grey lines are separated 10 generations apart.



R-U152
This is the modal haplotype for R-U152.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-U152.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5
-6
-7

--- R-L2 ---
--- R-Z36 ---

f_N87068 Atkins [u- uas]
f_6716 Hamilton [u- uas]

f_130149 Cowings [u-1922-A]
f_111641 zzzUnknown [u-1922-A]

f_133986 Weir [u-1922-A]
f_170418 Kessel [u- uas]

f_285324 Boucher [u- uas]
f_N78000 Crawford [u- uas]

f_N2620 Fuhlfisk(Gärdsjö) [u- uas]
f_92311 Bonham [u- uas]

f_122217 Bonham [u-1414]
f_N10208 Jauffret [u- uas]

f_103719 Lankford [u- uas]
f_577 Kerchner  [u-1922]

f_180858 Crosier [u- uas]
f_2722 Johnston [u-1212]

f_229303 zzzUnknown [u- uas]
f_11804 Duncan [u56- uas]

f_10814 Duncan [u56- uas]
f_23943 Butler [u-309]

f_N4750 Dwan [u-309]
f_92511 Taylor zzL21suspect [zL21unassigned]

f_144039 Weber [u- uas]
f_N42592 Zafonte [u- uas]
f_E7207 Andereggen [u- uas]
f_160144 Cantwell [u56- uas]

f_66669 Van Rikegem [u- uas]
--- R-Z56 ---

The vertical grey lines are separated 10 generations apart.



R-Z56
This is the modal haplotype for R-Z56.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z56.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_N16074 Dal Lago [u56-14]
f_18007 Hawkins [u56-14]
f_9933 Hawkins [u56-14]
f_42240 Rebel [u56-14]
--- R-Z144 ---

f_83685 Fritch [u56-24]
--- R-L4 ---
f_21470 Raskin [u56-24]

f_120547 Fill [u56-144-1410]
f_N69518 zzzUnknown [u56-144-1410]

--- R-S47 ---

The vertical grey lines are separated 10 generations apart.



R-Z144
This is the modal haplotype for R-Z144.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z144.  The color indicates the relative frequency of the alleles.
modal

f_148025 Brouillard [u56-144- uas]

The vertical grey lines are separated 10 generations apart.



R-S47
This is the modal haplotype for R-S47.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-S47.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3

f_N84624 Malan [u56-47-455]
f_B1325 zzzUnknown [u56-47-455]

f_26288 Stüdlin [u56-47-455]

The vertical grey lines are separated 10 generations apart.



R-L4
This is the modal haplotype for R-L4.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L4.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3
-4

f_338 Blankenfeld [u56-4-1414]
f_217503 GonzÆlez [u56-4-1414]

The vertical grey lines are separated 10 generations apart.



R-Z36
This is the modal haplotype for R-Z36.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z36.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3

f_105425 Parry zzL21suspect [z101721]
f_120077 White [u36-1114]

f_174561 White [u- uas]
f_128242 Krahenbuhl [u36- uas]

f_E17000 Pahi [p- uas]
f_122489 Hunke [u36- uas]

f_156644 Barthelmes [u36-1099]
f_E5182 Schär [u36- uas]

f_N26266 Ashby [u36- uas]
f_5825 Strang [u36- uas]

f_128037 Allan [u36- uas]
f_N69385 Font [u36- uas]

f_211272 Parrish [u36- uas]
f_42389 Binggeli [u36-43714-B]

f_188413 Mosemann [u36-43714-B]
f_204013 Musselman [u36-43714-B]

The vertical grey lines are separated 10 generations apart.



R-L2
This is the modal haplotype for R-L2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L2.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5
-6

f_281157 Moody [u2- uas]
f_281157 Moody [u2- uas]

f_24268 Williams [u2-4509-A]
f_26749 Wright [u2-4509-A]

f_218973 Johnson [u2- uas]
f_21910 Lewis [u2- uas]

f_B3196 Isemann [u- uas]
f_4818 Johnson [u2- uas]

f_112459 Thrift R1b-P312>L21>DF13 [z17232324]
f_102977 Hill [u2- uas]
f_274638 Eden [u2-2310]

f_202502 Grady [u2-2310]
f_N4410 Quigley [u2-2310]

f_159917 Shannon [u2-2310]
f_52225 Manning [u2-2310]

f_27253 Hampton [u2- uas]
f_21233 Harris [u2- uas]

--- R-L196 ---
f_157888 Baron [u2- uas]

f_233832 Hancock [u2- uas]
f_204842 Wheaton [u2- uas]

f_233653 Wheaton [u2- uas]
f_200230 zzzUnknown [u2-1916]

f_78935 Wheaton [u2-1916]
f_199087 Wheaton [u2-1916]

f_200373 zzzUnknown [u2-1916]
f_N101982 Mallenby [u2-1916]

f_104269 Hunter [u2- uas]
--- R-Z49 ---
--- R-Z367 ---

f_E11688 de Portonariis [u2- uas]
f_121756 Dutton [u2- uas]

f_8185 Grass [u2- uas]
f_105647 Campbell [u2-1217]

f_88594 Vermaete [u2- uas]
f_97936 Vermaete [u2- uas]

f_140049 Holliday [u2- uas]
f_B3112 zzzUnknown [u2- uas]

f_251689 zzzUnknown [u2-1212]
f_128853 zzzUnk(Vance) [u2-1212]

f_235978 Craig [u2-1212]
f_211630 zzzUnknown [u2-1212]
f_188864 zzzUnknown [u2-1212]

f_34451 Hay [u2-1212]
f_181224 zzzUnknown [u2-1212]
f_192176 zzzUnknown [u2-1212]

f_b3040 zzzUnknown [u2-1212]
f_214504 zzzUnknown [u2-1212]
f_N80554 Craig [u2-1212]

f_B3030 zzzUnknown [u2-1212]
f_125963 Eaton [u2- uas]

f_92676 Whitney [u2- uas]
f_N55995 Wilson [u2- uas]

f_21613 Hall [u2- uas]
f_N41960 Elliot [u2-1614]

f_198497 Mowdy zzL21suspect [513- uas]
f_99809 Dillman [u2- uas]

f_170376 Fincke [u2- uas]
f_126817 Armstrong [u2- uas]
f_E14469 Fessely [u2- uas]

The vertical grey lines are separated 10 generations apart.



f_65648 Epstein [u2-408]
f_55257 Epstien [u2-408]
f_205359 zzzUnknown [u2-408]

f_65671 Levitzskij [u2-408]
f_148338 Wilson [u2- uas]

The vertical grey lines are separated 10 generations apart.



R-Z49
This is the modal haplotype for R-Z49.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z49.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

--- R-Z142 ---
f_106164 Viera [p-141014]

f_288275 Barry [u249-51111]
f_240232 Barry [u249-51111]

f_143965 Green [u2- uas]
f_72367 Squecco [u249- uas]
f_155808 zzzUnknown [u249- uas]

The vertical grey lines are separated 10 generations apart.



R-Z142
This is the modal haplotype for R-Z142.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z142.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_20362 Graves [u249-142]
f_20362 Graves [u249-142]

f_1620 Graves [u249-142]
f_1370 Graves [u249-142]

f_127245 Farris zzL21suspect [z3931414]
f_6732 Peacock [u249- uas]

f_111766 Tucker [u249- uas]
f_37207 Crauss [u2- uas]

f_223609 Swaysland [u2- uas]
f_136311 Mason [u249-142]

f_31971 Langley [u249-142-1313]
f_249822 Mitchell [u249-142]

--- R-L562 ---
f_31300 Beaugrand [u249-142]

f_7181 Davenport [u249-142]
f_209585 Davenport [u249-142]

f_184173 Greenwell [u249-142]
f_203575 Fay [u249-142]

f_172561 Stewart [u249-142]

The vertical grey lines are separated 10 generations apart.



R-L562
This is the modal haplotype for R-L562.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L562.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4
-5

f_282224 Pelfrey [u2-51111-99]
f_282224 Pelfrey [u2-51111-99]

f_20889 Surman [u2- uas]
f_224076 Sargent [u249-142-562]

f_N1950 Johnson [u249-142-562]
f_B3637 Vazquez [u249-142-562]

f_206005 zzzUnk(Clark) [u249-142-562]

The vertical grey lines are separated 10 generations apart.



R-L196
This is the modal haplotype for R-L196.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L196.  The color indicates the relative frequency of the alleles.

modal
+1

-1

f_19736 Barton [u2196-1017]
f_152091 Fowler [u2196-1017]

The vertical grey lines are separated 10 generations apart.



R-Z367
This is the modal haplotype for R-Z367.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z367.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

--- R-L20 ---
--- R-Z34 ---

The vertical grey lines are separated 10 generations apart.



R-Z34
This is the modal haplotype for R-Z34.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z34.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

--- R-Z35 ---
f_164820 Upton [u2- uas]

f_8343 Maudlin [u2367-34]
f_11208 Wright [u2367-34]

The vertical grey lines are separated 10 generations apart.



R-Z35
This is the modal haplotype for R-Z35.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z35.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_176452 Howell [p- uas]
f_109634 Schiffer [p-43714-B]

f_209466 Wheatley [u2- uas]
f_231195 Fox [u- uas]

f_61922 Hetzel [u2367-34-35]
f_5664 Blair [u2367-34-35]

f_130828 Blair [u2367-34-35]
f_36943 Blair  [u2367-34-35]

f_25423 Blair [u2367-34-35]
f_6953 Logan [u2367-34-35]

--- R-Z275 ---

The vertical grey lines are separated 10 generations apart.



R-Z275
This is the modal haplotype for R-Z275.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z275.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3

f_187876 Hicks [u2367-34-35]
f_25285 Patterson [u2367-34-35]

The vertical grey lines are separated 10 generations apart.



R-L20
This is the modal haplotype for R-L20.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L20.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4

f_185560 Howard zzL21suspect [513- uas]
f_187704 Johnson zzL21suspect [513- uas]

f_217453 Pears [u2367-20- uas]
f_174580 Beadle zzL21suspect [z53112-10]

f_155835 Dupuy [u2367-20- uas]
f_212243 Erksson(Östra Fjallla) [u2367-20- uas]

f_213590 Hastings [u2367-20- uas]
f_11965 Largent [u2367-20-4509]

f_138123 Black [u2367-20-1113]
f_96227 Donachy [u2367-20-1113]

f_E2467 Grassi [u2367-20- uas]
f_211236 Round [u2367-20- uas]

f_12148 Petermann [u2367-20- uas]
f_95640 Woodruff [u2367-20- uas]

f_240515 Hall [u2367-20- uas]
f_158733 Wood [u2367-20- uas]

f_160737 Marshall [u2367-20- uas]
f_N27688 Johnson [u2367-20- uas]

f_N69239 Nephew [u2367-20- uas]
f_214235 Murray [u2367-20-39212]

f_196772 Leal [d81-48714-?]
f_56587 Owens [u2367-20-1499]
f_176113 Richards [u2367-20-1013]

f_183488 Belgeri [u2367-20- uas]
f_N9198 Bolgieri [u2367-20-228]

f_154083 Bolgeri [u2367-20- uas]
f_E8588 Hindermann [u2367-20- uas]

f_28579 Fox [u2367-20- uas]
f_N90358 King [u2367-20- uas]

f_61764 Richards [u2367-20- uas]
f_208672 Cucina [u2367-20- uas]

f_131330 Drouillard [u2367-20- uas]
f_183312 Dimm [u2367-20- uas]

f_225621 Straghan [u2367-20- uas]
f_N2043 Chesnut [u2367-20- uas]

f_38087 Crawford [u2367-20- uas]
f_170975 White [u2367-20- uas]

f_134412 Watson [u2367-20- uas]

The vertical grey lines are separated 10 generations apart.



R-DF27
This is the modal haplotype for R-DF27.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF27.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6
-7
-8

f_187534 Whan [d-1017-Rox2]
f_187534 Whan [d-1017-Rox2]

f_91628 Drysdale [d-1017-Rox2-A]
f_146399 Garner [d-1017-Rox2-A]
f_60417 Drysdale [d-1017-Rox2]

f_66501 Hickey [d-1017-Rox2-A]
f_92933 Wilson [d-1017-Rox2-A]

f_N3461 Corner [d-1017-Rox2-A]
f_134765 Dickinson [d-1017-Rox2-A]

f_N3036 Turner [d-1017-Rox2]
f_E14895 zzzUnknown [d-1017-Rox2]

f_N17543 Kaser [d-12010]
f_127156 Sinton [p- uas]

f_N4591 Kyd [d- uas]
f_265226 García [d225-2430]

f_149510 Moon [d- uas]
f_232152 Swann [d-1420]
f_24201 Swann [d-1420]

f_31070 Vidal [d- uas]
f_41172 MacLaren [p- uas]

f_15945 de Langley [d-57210-A]
f_5898 Millican [d-57210-A]

f_357 White [d-57210-A]
f_84538 Whiteside [p- uas]

f_45214 Jewett [d-57210-A]
f_N74063 Jowitt [d-57210-A]

--- R-Z196 ---
f_H1763 Brickell [d- uas]

f_167970 Roberts [u2367-20- uas]
f_7133 Chamberlain [d- uas]

f_32191 DeOgle [dz176-165-2516]
f_82038 Miller [d- uas]

f_80665 Brock [d- uas]
f_270191 Dale [d- uas]

f_N5479 Llana [d225- uas]
f_66970 Hogan [d-44730]

f_208733 Price [d-48714-12]
f_208658 Carter [dz176- uas]

f_30333 zzzUnk(Heath) [d881-53711]
--- R-L881 ---

f_80965 Carrier [da-2026]
f_147949 Carrier [da-2026]
f_89982 Carrier [da-2026]
f_46496 Carrier [da-2026]

f_70516 Carriere [da-2026]
f_N16820 Hall [p-43810-13]

--- R-L617 ---
f_172748 Whelan zzL21suspect [253-2534-2521]

f_115560 Smith [p- uas]
f_88455 zzzUnk(Ryan) zzL21suspect [253-2534-2521]

f_155150 Butler [d-2521]
f_207164 Cannady [d-2521]
f_N88747 Dwyer [d-2521]

f_198624 Carroll [d-2521]
f_59497 Kennedy [d-2521]

f_172132 Wilkinson [d-2521-862]
f_79047 Foley [d-2521]

f_44097 Rucker [d- uas]

The vertical grey lines are separated 10 generations apart.



f_157507 Rucker [d- uas]
f_243639 Mendia [d- uas]

f_193923 Ulloa [d- uas]
f_129195 Chavez [p-43813-18]

f_169371 Nelson [p-43813-18]
f_108564 Robles [d225-229-9910]
f_227823 zzzUnk(Oliver) [d225-229-9910]

f_120270 Horttor [p- uas]
f_15364 Miller [d- uas]

f_226144 Wright [d- uas]
f_213575 Blanding [d-2023]

f_59598 Gillespie [d-2023]
f_274173 Grewar zzL21suspect [513- uas]

f_N42001 Kelley [p- uas]
f_125381 de Medewe [d-1112]

f_49326 Hinckley [d- uas]
f_148259 Jonsson [d- uas]

f_16262 Lindsay [d- uas]
f_9893 zzzUnk(Walden) [p- uas]

f_181888 Bilbao [d83-111111]
f_114718 Zapatero [d83-111111]

f_170727 Banks [d83-43714]
f_97321 St Aubin [d83-43714-A]
f_63407 Barnham [d83-43714-A]

f_235308 Noble [d83-43714-A]
f_202732 Roach [d83-43714-A]

f_144416 Bailie [d-191517]
f_191204 Gardner [d-191517]

f_238051 Bauman [d-5681016]
f_211058 Devall [d-5681016]

f_143197 Simmons [d-5681016]
f_49413 Forrest [d- uas]

f_164633 Thompson [d-1012]
f_203502 Watkins [d-129]

f_253111 Lamb [p- uas]
f_H1161 Roseberry [d- uas]

f_214921 Dauben [d-6171312]
f_128757 Desaulniers [d-40612]

f_79949 Sieden [d-9916]
f_B3142 Zœæiga [d81-48714-38912]

f_128129 zzzUnknown [pl238-1715-?]
f_N68139 Owens [d-51191215]
f_N68139 Owens [d-51191215]

f_178479 Batista [p-59411-B]
f_213311 McHenry [d- uas]

f_108447 Perry [d- uas]
f_56085 Griffin [d- uas]

f_11040 Johnson [d- uas]
f_232765 Plant [d-1616]
f_11830 Plant [d-1616]
f_96105 Plant [d-1616]

f_235642 Plant [d-1616]
f_105871 Plant [d-1616]

f_47491 Harrington [pd1988-1523-A]
f_99004 Davis [d-5311211]
f_153550 Rice [d-5311211]
f_56745 Rice [d-5311211]
f_254988 Thomas [d-5311211]

f_E17046 de Echavarría [p- uas]
f_N1903 Hankins [d- uas]

f_81790 Rowland [p- uas]
f_101748 Parkison [d- uas]

f_84479 Powell [p- uas]

The vertical grey lines are separated 10 generations apart.



R-L881
This is the modal haplotype for R-L881.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L881.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_260469 Cockburn [d881-53711-2026]
f_37812 de Halsal [d881-53711-2026]
f_26020 Howland [d881-53711-2026]

f_H1295 Sutton [d881-53711-2026]
f_71591 West [d881-53711-2026]

f_221962 Maudesley [d881-53711-2026]

The vertical grey lines are separated 10 generations apart.



R-L617
This is the modal haplotype for R-L617.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L617.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4
-5

f_101853 Burnett [d- uas]
f_200412 Janson dit LaPalme [p- uas]

f_207548 Bray [d-12010]
f_126811 Rogers [d617- uas]

f_92672 Campbell [d- uas]
f_234361 Campbell [d- uas]

f_79343 Chamberlain [p- uas]
f_5928 Marsh [d617-1212]

f_163269 zzzUnknown [d617-1212]
f_118858 Teague [d617-1212]

f_48614 Bolton [d-57210-B]
f_117816 Douglas [d-57210-B]

The vertical grey lines are separated 10 generations apart.



R-Z196
This is the modal haplotype for R-Z196.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z196.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

--- R-L176.2 ---
f_128479 Davis zzL21suspect [4466-T2]

f_238203 Bisbey [dz176- uas]
f_17594 Caverly [p- uas]

--- R-DF17 ---
--- R-Z209 ---

The vertical grey lines are separated 10 generations apart.



R-DF17
This is the modal haplotype for R-DF17.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF17.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3

f_206480 Alfaraidi R1b-EARLY>P25>L389>P297>M269 [mm- uas]
f_252902 MacNeil [dz209- uas]

f_89885 Fisher [dz17-1518]
f_108987 Banks [dz209-220-F]

f_221732 MacDonald [dz17-1518]
f_257615 Tran [dz17-1518]

f_86193 Perry [dz17-1518-B]
f_290717 Burness [dz17-1518]

f_12856 MacDonald [dz17-1518-A]
f_291630 Delgado [dz17-1518]

f_26772 Hart [dz17-1518-B]
f_1188 Luiz [dz17-1518]

f_204524 Meehan [dz17-1518]
f_215286 Cruise [p- uas]

The vertical grey lines are separated 10 generations apart.



R-L176.2
This is the modal haplotype for R-L176.2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L176.2.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

--- R-Z262 ---
f_12728 Graber [d- uas]

f_226682 Trail [dz176- uas]
f_N23705 Noble [dz176- uas]

f_171839 Noble [dz176-147]
f_248031 zzzUnknown [p- uas]

f_107408 Roby [dz176- uas]
f_24394 Pugh [p- uas]

f_183381 West [dz176- uas]
f_15020 Coffey [dz176-1111]

f_196257 Keough [dz176-1111]
--- R-CTS4188 ---

f_86995 Pleis [dz176- uas]
f_247339 zzzUnknown [dz176- uas]

--- R-L165 ---

The vertical grey lines are separated 10 generations apart.



R-CTS4188
This is the modal haplotype for R-CTS4188.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

24

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

19

44
9

30

46
4a

15

46
4b

15

46
4c

15

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

16

60
7

15

57
6

18

57
0

17

C
D

Y
a

36

C
D

Y
b

37

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

16

45
0

8

44
4

12

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

15

57
2

11

64
0

11

49
2

12

56
5

12

71
0

35

48
5

15

63
2

9

49
5

16

54
0

12

71
4

26

71
6

26

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

10

49
4

9

53
3

12

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

14

1B
07

10

52
5

10

71
2

22

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-CTS4188.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_67405 Robinson [d- uas]
f_50004 Burkett [dz176- uas]

f_79792 Burkitt [dz176- uas]
f_232785 Sword [dz176- uas]

f_259586 Allardice [dz- uas]
f_178066 Antuæano [dz176- uas]
f_155018 Antuæano [dz176-1526]

f_113701 Lancaster [p- uas]
f_108105 Garcia [dz176- uas]

f_143139 Lyon [dz176- uas]
f_174609 Lyons [dz176-4188- uas]

The vertical grey lines are separated 10 generations apart.



R-L165
This is the modal haplotype for R-L165.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L165.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3

f_163136 Ayton [dz176-165- uas]
f_240028 Ayton [dz176-165- uas]

f_188925 Ayton [dz176-165- uas]
f_167216 Burguieres [pd1988-1523-644-C]

f_54945 Jones [p- uas]
f_236277 Tyrell [dz176-165- uas]

f_N82592 Terrell [dz176-165-1299]
f_164691 Terrill [dz176-165-1299]

f_N60197 Terrill [dz176-165-1299]
f_3134 Cassidy [dz176-165-1299]

f_217815 Terrill [dz176-165-1299]
f_170048 Brownson [dz176-165- uas]

f_213936 Andrews [p- uas]
f_134806 Arsenault [dz176-165-1220]
f_B2662 zzzUnknown [dz176-165-1220]

f_40551 Greenwade [dz176-165-2518]
f_162876 Bell/Williams [dz176-165-1220]

f_220363 McMillon [dz176-165-1220]
f_196207 MacNeill [dz176-165-1220]

f_100750 MacNeill [dz176-165-1220]
f_298024 MacNeil [dz176-165-1220]
f_65411 MacNeil [dz176-165-1220]
f_238779 Buie [dz176-165-1220]

f_189071 Cameron [dz176-165-1220]
f_197816 MacMullin [dz176-165-1220]

f_294731 MacDonald [dz176-165-1220]
f_69720 MacDonald [dz176-165-1220]
f_245585 MacDonald [dz176-165-1220]

f_46281 McDonald [dz176-165-1220]
f_200478 MacDonald [dz176-165-1220]

f_245614 MacDonald [dz176-165-1220]
f_50928 MacDonald [dz176-165-1220]

f_99990 Olofsson(Orust Island) [dz176-165-2518]
f_163524 Childress [dz176-165-2516]
f_41571 MacLeod [dz176-165-2516]
f_150587 McLeod [dz176-165-2516]

f_66014 MacLeod [dz176-165-2516]
f_254682 McLeod [dz176-165-2516]

f_150848 MacLeod [dz176-165-2516]
f_36748 McLeod [dz176-165-2516]

f_24712 MacLeod [dz176-165-2516]
f_193751 MacLeod [dz176-165-2516]
f_262399 MacLeod [dz176-165-2516]

f_148833 McLeod [dz176-165-2516]
f_127808 McLeod [dz176-165-2516]

f_122999 McLeod [dz176-165-2516]
f_36109 McLeod [dz176-165-2516]
f_27859 McLeod [dz176-165-2516]

f_238646 McLeod [dz176-165-2516]
f_47096 MacLeod [dz176-165-2516]

f_172409 McLeod [dz176-165-2516]
f_195360 McLeod [dz176-165-2516]
f_137480 McLeod [dz176-165-2516]
f_213423 McLeod [dz176-165-2516]

The vertical grey lines are separated 10 generations apart.



R-Z262
This is the modal haplotype for R-Z262.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z262.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

--- R-SRY2627 ---
f_201661 Anderson(Kyrkefalla) [dz176- uas]

f_44638 Brooks [dz176-262- uas]
f_253563 Smiddy [dz176-262-2323]

The vertical grey lines are separated 10 generations apart.



R-SRY2627
This is the modal haplotype for R-SRY2627.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-SRY2627.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

f_B3820 Murray zzL21suspect [253-2534-2185-S]
f_N28071 Bell [dz176-262-SRY- uas]
f_138253 Bielawski [dz176-262-SRY- uas]
f_226427 Pershouse [dz176-262-SRY- uas]

f_204091 Merville [dz176-262-SRY- uas]
f_173374 Parker [dz176-262-SRY-13-B]

f_58632 Robinson [dz176-262-SRY-13-B]
f_36912 James [dz176-262-SRY- uas]

f_30881 Piæero-Castro [dz176-262-SRY- uas]
f_56479 Casey [dz176-262-SRY- uas]

f_84257 Giliberti [dz176-262-SRY- uas]
f_61748 McMackin [dz176-262-SRY-11-B]

f_17865 Brown [dz176-262-SRY-10- uas]
f_73126 Gossett [dz176-262-SRY-10-D]

f_72120 Gossett [dz176-262-SRY-10-D]
f_N31115 Gossett [dz176-262-SRY-10-D]

f_N108861 Schmidt [dz176-262-SRY-10- uas]
f_118505 Maloy [dz176-262-SRY-10-D]

f_228214 Anderson [dz176-262-SRY-10-742-An]
f_15772 Devericks [dz176-262-SRY-10-742-An]
f_114648 Parrish [dz176-262-SRY-10-742-An]
f_193683 Parrish [dz176-262-SRY-10-742-An]

f_31950 Hodges [dz176-262-SRY-10-742-An]
f_37673 Price(?Hodges) [dz176-262-SRY-10-742-An]

f_131364 Parrish [dz176-262-SRY-10-742-An]
f_151956 zzzUnknown [dz176-262-SRY-10-742-An]

f_118119 Parish [dz176-262-SRY-10-742-An]
f_97633 Parrish [dz176-262-SRY-10-742-An]

f_66917 Martin [dz176-262-SRY-10-A*]
f_60093 Hawxhurst [dz176-262-SRY-10-A*]

f_204051 Poole [dz176-262-SRY-10-A*]
f_N22590 Bürgi [dz176-262-SRY-10-A-1]

f_N113694 Pages [dz176-262-SRY-10-A-1]
f_154890 Linton [dz176-262-SRY-10- uas]

f_N113329 Marimon [dz176-262-SRY-10-742 -uas]
f_N42387 Vernade [dz176-262-SRY-10-742-B]

f_N16281 Yeomans [dz176-262-SRY-10- uas]
f_E10868 Alberti [dz176-262-SRY-10-A*]

f_139250 Gilliland [dz176-262-SRY-13-A]
f_N47129 Mones [dz176-262-SRY- uas]

f_N30601 Hermans [dz176-262-SRY- uas]
f_N51810 Joyce [dz176-262-SRY- uas]

f_6723 Baker  [dz176-262-SRY-11-C]
f_77059 Corbin [dz176-262-SRY-11-C]

The vertical grey lines are separated 10 generations apart.



R-Z209
This is the modal haplotype for R-Z209.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z209.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

f_266575 Dreimüller [dz209-220- uas]
f_266575 Dreimüller [dz209-220- uas]

f_223815 Starr [dz209-220-E]
f_28688 Barrett [dz209- uas]

f_99668 Parramore [dz209-220- uas]
f_51248 zzzUnk(adopted) [dz209-220-D]

f_N16822 Klaasen [dz209-220- uas]
f_269948 DeRosia [dz209-220- uas]

f_95682 Moreau [dz209-220-A1]
f_172341 Parker [dz209-220- uas]

f_148469 Parker [dz209-220- uas]
f_72190 Nuccol [dz209-220-56511]

f_E11427 Canovas-Champagne, b. Longjueau, France (Spain?) [dz209-220-H]
f_N2640 Chalmers [dz209-220-B]

f_B2323 Gibault [dz209-220-C]
f_8311 Church [dz209- uas]

f_N74772 Valle [dz209-220- uas]
f_143566 Davis [dz209-220-G]

f_N87857 Yriarte [dz209-220-C]
f_123539 Bjorkman(Kågeröd) [dz209-220-A2]

f_76755 Björkman(Sjöstorp) [dz209-220-A2]
f_109279 Van den Vliet [dz209-220-A2]

f_N108812 Eriksen(Rind) [dz209-220-A2]
f_201210 Olive [p- uas]

f_211471 Elkins [dz209-220-A2]
f_202975 Banlier Dit Laperle [dz209-220-B1]

f_169043 Barres [dz209-220-C]
f_N86315 Rose [dz209-220-A3]

f_121084 Hall [dz209-220-A3-484]
f_195834 Hulan [dz209-220-A3-484]

f_217955 Rogers [dz209-220-A3-484]
f_N58749 Reno [dz209-220-A3-484]

f_44479 Richert [dz209-220-A3-484]
f_271076 Meister [dz209-220-Z]

f_246892 Zäncker [dz209-220-Z]
f_97920 Zencker [dz209-220-Z]

--- R-Z278 ---

The vertical grey lines are separated 10 generations apart.



R-Z278
This is the modal haplotype for R-Z278.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z278.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

--- R-Z214 ---
f_233908 Gummer [dz209- uas]

f_N94262 Perez [dz209-220-216-8- uas]
f_175049 Bertram [dz209-220-216-4-B]

f_46662 Mendoza [dz209- uas]
f_56470 Young [dz209-220-216-8-B]

f_99994 Brunet [dz209-220-216-4-B]
f_E10227 Tastar [dz209-1114]

f_167821 Glover [dz209-1616]
f_29360 Anderson [dz209-220-216-8-D]

f_95809 Anderson [dz209-220-216-8-D]
f_254212 Tissott [dz209-220-216-4-B]

f_189915 Polk [dz209-220-216-8- uas]
f_201229 Deitrick [dz209-220-216-8- uas]

f_189482 Burnett [dz209-220-216-8-A]
f_28321 Pitts [dz209-220-216-8-A]

f_157033 Tovar [dz209-220-216-8-C]
f_83343 Trujillo [dz209-220-216-8-C]

f_104747 Towne [dz209-220-216- uas]
f_200286 Smith [p- uas]

The vertical grey lines are separated 10 generations apart.



R-Z214
This is the modal haplotype for R-Z214.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z214.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_289627 Roche [dz209-220-216-8- uas]
f_289627 Roche [dz209-220-216-8- uas]

f_70359 Sauver [dz209-220-216-4-B]
f_N44347 Blades [dz209-220-C]

f_286021 DeShazo [dz209-S]
f_208601 Smith [dz209-S]

f_N50965 Trinquier [dz209-220-216-4- uas]
f_23683 Mathos [dz209-2212]

f_50438 Rivera [dz209-2212]
--- R-M153 ---

f_N34178 Robles [dz209-220-216-4- uas]
f_N27160 FernÆndez [dz209-220-216-4-A1]

The vertical grey lines are separated 10 generations apart.



R-M153
This is the modal haplotype for R-M153.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-M153.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2

f_247453 Augustin? [dz209-111519]
f_16386 de Cervantes [dz209-111519]

f_B3990 Corden [dz209-220-216-4- uas]
f_N66037 Bravo [dz209-220-216-4-153]

f_85359 Sallaberry [dz209-220-216-4-153]

The vertical grey lines are separated 10 generations apart.



R-U106
This is the modal haplotype for R-U106.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-U106.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6

--- R-Z381 ---
--- R-Z18 ---

f_58090 Godfrey R1b-U106 [s3813014847-159- uas]
f_224064 Shephard R1b-U106* [sa- uas]

f_206572 Gillespie R1b-U106* [sa- uas]
--- R-L217.1 ---

f_N59802 Ferleyko R1b-U106 [sx- uas]
f_62599 Smith R1b-U106 [sx-24-38813]

--- R-L199.1 ---
f_35045 Gordon R1b-U106 [sa- uas]

f_N82860 Gordon R1b-U106* [sa- uas]
f_23935 Horton R1b-U106 [sx- uas]

f_N58689 Smith R1b-U106 [sx- uas]
f_121519 Kuhns R1b-U106* [sa- uas]

f_107413 Fuller R1b-U106 [sa-24-151115]
f_181203 King R1b-U106* [sa-24-151115]

f_246919 Merry R1b-U106 [sa-24-151115]

The vertical grey lines are separated 10 generations apart.



R-L199.1
This is the modal haplotype for R-L199.1.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L199.1.  The color indicates the relative frequency of the alleles.

modal
+1

-1
-2

f_241697 Lindemann R1b-U106>L199.1+ [s199]
f_N77403 Van Tielroe R1b-U106 [s199]
f_63831 Van Tielroe R1b-U106>L199.1+ [s199]

The vertical grey lines are separated 10 generations apart.



R-Z381
This is the modal haplotype for R-Z381.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z381.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5
-6

--- R-Z301 ---
--- R-Z156 ---

The vertical grey lines are separated 10 generations apart.



R-Z301
This is the modal haplotype for R-Z301.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z301.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6

--- R-L48 ---
f_106361 Cannon R1b-U106>Z381>Z301** [s381301- uas]

f_97148 Coleman R1b-U106>Z381>Z301* [s381301-56513]
f_245863 Coleman R1b-U106>Z381>Z301* [s381301-56513]

f_36905 Krokus R1b-U106 [sx- uas]
f_38681 Wood R1b-U106 [sa-24-710-57210]

f_142998 Fields R1b-U106 [sx- uas]
--- R-U198 ---

f_N52462 Hay R1b-U106 [sx- uas]
f_63710 Woodworth R1b-U106 [sx-24-43714]

f_111987 Bundrick R1b-U106 [sx- uas]
f_42776 Glass R1b-U106>Z381>Z301** [s381301a-40611]

f_59663 Smith R1b-U106 [s381301a-40611]
f_50864 Smith R1b-U106 [s381301a-40611]

The vertical grey lines are separated 10 generations apart.



R-L48
This is the modal haplotype for R-L48.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

23

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

24

43
7

15

44
8

19

44
9

29

46
4a

15

46
4b

15

46
4c

17

46
4d

18

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

17

60
7

15

57
6

17

57
0

17

C
D

Y
a

37

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

15

45
0

8

44
4

12

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

13

56
5

12

71
0

35

48
5

15

63
2

9

49
5

16

54
0

12

71
4

26

71
6

26

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

10

49
4

9

53
3

12

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

20

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-L48.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6

--- R-L47 ---
--- R-Z9 ---

f_N34744 Jones R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_95390 Grimes R1b-U106>Z381>Z301>L48** [s38130148a- uas]

f_37606 Bayer R1b-U106>Z381>Z301>L48 [s38130148- uas]
--- R-L200 ---

f_21060 Cox R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_248230 McBurnie R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_61053 Blackwell R1b-U106>Z381>Z301>L48>L693+ [s38130148-693]
f_211007 Blackwell R1b-U106>Z381>Z301>L48>L693+ [s38130148-693]

f_98898 Gysi R1b-U106>Z381>Z301>L48** [s38130148a-42513]
f_235364 Kaufman zzU106suspect [s38130148- uas]

f_212083 Christian(Smucker) R1b-U106>Z381>Z301>L48 [s38130148a-1415]
f_161799 Schmucker R1b-U106>Z381>Z301>L48 [s38130148a-1415]

f_N80434 Paroubek R1b-U106>Z381>Z301>L48** [s38130148a-1415]
f_10049 Pryor R1b-U106 [s38130148a-1415]

f_241473 Müller R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_182162 Svoboda R1b-U106>Z381>Z301>L48* [s38130148a- uas]

The vertical grey lines are separated 10 generations apart.



R-L200
This is the modal haplotype for R-L200.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L200.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3
-4

f_237269 Murtishaw R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_52078 De Barksdale R1b-U106>Z381>Z301>L48>L200+ [s38130148-200- uas]

f_125182 Arnold R1b-U106>Z381>Z301>L48>L200+ [s38130148-200- uas]
f_N8166 Minto R1b-U106>Z381>Z301>L48>L200+ [s38130148-200-9920]

f_167176 Dryden R1b-U106>Z381>Z301>L48 [s38130148-200-9920]
f_N55053 Snavely R1b-U106>Z381>Z301>L48>L200+ [s38130148-200- uas]

The vertical grey lines are separated 10 generations apart.



R-Z9
This is the modal haplotype for R-Z9.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z9.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6

--- R-Z30 ---
--- R-Z331 ---

The vertical grey lines are separated 10 generations apart.



R-Z331
This is the modal haplotype for R-Z331.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z331.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5
-6

f_N26289 Davis zzL21suspect [z450611]
f_211111 Davis zzL21suspect [z450611]
f_211110 Davis zzL21suspect [z450611]

f_157764 Davis zzL21suspect [z450611]
f_259458 Davis zzL21suspect [z450611]

f_18492 Davis zzL21suspect [z450611]
f_176358 Davis zzL21suspect [z450611]

f_221132 Davis zzL21suspect [z450611]
f_157766 Davis zzL21suspect [z450611]

f_184377 McPherson R1b-U106>Z381>Z301>L48>Z9>Z331 [s381301489-331]
f_15666 West R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_N78793 Parrish R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_156977 Peak R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_24441 Young R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_2345 Bates R1b-U106>Z381>Z301>L48>Z9 [s381301489- uas]

f_259864 Kuehn R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_162508 Bolch R1b-U106 [sx- uas]

f_136716 zzzUnkName R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_137882 zzzUnkName R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_N93469 Silliker R1b-U106>Z381>Z301>L48>Z9>Z331 [s381301489- uas]
--- R-Z326 ---

The vertical grey lines are separated 10 generations apart.



R-Z326
This is the modal haplotype for R-Z326.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z326.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5
-6

f_204341 Louden R1b-U106 [s1814- uas]
f_N45983 Kauffman R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319>L188+ [s381301489-331330326-319-K]

f_N98907 Kaufman R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319>L188+ [s381301489-331330326-319-K]
f_N101804 Kaufman R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319>L188+ [s381301489-331330326-319-K]
f_69614 Denham R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_23137 Wade R1b-U106 [sx- uas]
f_29149 Draghici R1b-U106>Z381>Z301>L48>Z9>Z331 [s381301489- uas]
f_17691 Midkiff R1b-U106>Z381>Z301>L48>Z9 [s381301489-302-n425]

f_N39211 Klassen R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]
f_41513 Fornear R1b-U106>Z381>Z301>L48 [s381301489-n425]

f_N74338 Brown R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]
f_100873 Bonnette R1b-U106>Z381>Z301>L48 [s381301489-n425]

f_120487 Hill R1b-U106>Z381>Z301>L48 [s381301489-n425]
f_91286 Dungworth R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]

f_155923 Dunsworth R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]
f_248662 Dungworth R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]

f_211438 Hahn R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319** [s381301489-331330326-319]
f_21655 Metz R1b-U106>Z381>Z301>L48 [s381301489-n425]

f_42199 Goodwin R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]
f_187940 Veldin R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]

f_N23903 Cemin R1b-U106>Z381>Z301>L48 [s381301489-331330326-12]
f_44576 Maddi R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319 [s381301489-331330326-319-14]

f_N61363 zzzUnkName R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319** [s381301489-331330326-319]
f_210943 Glime R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]

f_117789 zzUnk(Christian) R1b-U106 [sx- uas]
f_239153 Longmore R1b-U106>Z381>Z301>L48 [s381301489-n425]

f_182922 Voss R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]
f_31919 Cecil R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]

f_80850 Hurst R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]
f_N87009 Anderson(Gothenburg) R1b-U106>Z381>Z301>L48** [s38130148a-56513]

f_266606 Karlsson(Norra Rörum) R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]
f_218514 Lowery R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-3927]

f_N48902 Gurley R1b-U106>Z381>Z301>L48 [s381301489-n425]
f_N1820 Sartor R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]

f_121953 Stanley R1b-U106 [s381301489-331330326-12]
f_104898 Boulanger R1b-U106>Z381>Z301>L48 [s381301489-331330326-12]

f_62427 Lefebvre R1b-U106>Z381>Z301>L48>Z9 [s381301489-331330326-12]
f_N89895 Schulz R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319** [s381301489-331330326-319]

f_N14133 Quertemont R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319** [s381301489-331330326-319]
f_204720 Skrobisz R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]
f_25310 Bush R1b-U106>Z381>Z301>L48 [s381301489-331330326-12]

f_19879 Harmon R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326>Z319** [s381301489-331330326-319]
f_N96112 Searles R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]

f_N82220 Miller R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]
f_50807 Jones R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-2223]

f_N43085 Welch R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-2223]
f_34695 Patten R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]

f_38088 Mullin R1b-U106>Z381>Z301>L48 [s381301489-n425]
f_132866 Reeves R1b-U106>Z381>Z301>L48 [s381301489-331330326-12]

f_144558 Benham R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-12]
f_230074 Hofacker R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-5786]

f_263123 Hofacker R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326-5786]
f_152727 Cox R1b-U106>Z381>Z301>L48 [s381301489-n425]

f_196673 Silveira R1b-U106>Z381>Z301>L48 [s381301489-n425]
f_130919 Merrill R1b-U106>Z381>Z301>L48>Z9>Z331>Z330>Z326 [s381301489-331330326]

The vertical grey lines are separated 10 generations apart.



R-Z30
This is the modal haplotype for R-Z30.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

23

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

24

43
7

15

44
8

19

44
9

29

46
4a

15

46
4b

16

46
4c

17

46
4d

18

46
0

11

H
4

10

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

17

60
7

15

57
6

17

57
0

17

C
D

Y
a

37

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

15

45
0

8

44
4

12

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

13

56
5

12

71
0

36

48
5

15

63
2

9

49
5

16

54
0

12

71
4

26

71
6

26

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

10

49
4

9

53
3

12

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

20

59
3

15

65
0

19

53
2

13

71
5

23

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-Z30.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6

--- R-Z2 ---
f_80752 Springer(Stockholm) R1b-U106>Z381>Z301>L48>Z9>Z30 [s381301489-30-6409]

f_82512 Jozef R1b-U106>Z381>Z301>L48 [s381301489-n425]

The vertical grey lines are separated 10 generations apart.



R-Z2
This is the modal haplotype for R-Z2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6

--- R-Z7 ---
f_200093 Berg(Kapp) R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_68000 Holden R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302- uas]
f_166114 Buetow R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_160592 Fousse R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302- uas]
f_93372 Fox R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302- uas]

f_N47495 Lee R1b-U106>Z381>Z301>L48>Z9 [s3813014847-444645- uas]
f_11104 Leask R1b-U106>Z381>Z301>L48>Z9 [s381301489- uas]

f_139612 Johnston R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_146664 Newman R1b-U106>Z381>Z301>L48>Z9>Z30>Z2 [s381301489-302- uas]

f_46804 Haynes R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302a-56511]
f_99520 Shields R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302a-56511]

f_215807 Manzhula R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302- uas]
f_31100 Wise R1b-U106 [s381301489-49010]

f_145597 Simmons R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302-1010]
f_180985 Bennett R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302- uas]

f_214823 Fort R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302- uas]
f_159308 Stevens R1b-U106>Z381>Z301>L48>Z9>Z30>Z2** [s381301489-302-n425]

The vertical grey lines are separated 10 generations apart.



R-Z7
This is the modal haplotype for R-Z7.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z7.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4
-5
-6

--- R-Z8 ---
--- R-CTS10893 ---

f_B3144 Crumpton R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7 [s381301489-3027]
f_119117 zzzUnkName R1b-U106 [sx- uas]

f_48558 Shepherd R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7 [s381301489-3027]
f_37066 Young R1b-U106>Z381>Z301>L48 [s381301489-n425]

The vertical grey lines are separated 10 generations apart.



R-CTS10893
This is the modal haplotype for R-CTS10893.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

23

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

19

44
9

29

46
4a

15

46
4b

15

46
4c

17

46
4d

18

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

17

60
7

15

57
6

18

57
0

17

C
D

Y
a

37

C
D

Y
b

39

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

16

45
0

8

44
4

12

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

13

56
5

12

71
0

36

48
5

15

63
2

9

49
5

16

54
0

12

71
4

26

71
6

26

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

10

49
4

9

53
3

12

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

22

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

15

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-CTS10893.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

f_70760 Armstrong R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_260492 Sott R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893 [s381301489-3027-10893]

f_104697 Self R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_48002 Jackson R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893 [s381301489-3027-10893]

f_B2934 Wooten R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7 [s381301489-3027-10893]
f_66143 Moore R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893** [s381301489-3027-10893]

f_N18239 Reed R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893>L217.2+ [s381301489-3027-10893]
f_249836 Smith R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_98608 Grace R1b-U106>Z381>Z301>L48>Z9 [s381301489- uas]
f_136477 Mogridge R1b-U106>Z381>Z301>L48>Z9>Z30>Z2 [s381301489-302- uas]

f_175373 Arnold R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893** [s381301489-3027-10893]
f_215909 Mårtensson(Linneryd) R1b-U106>Z381>Z301>L48 [s38130148-1418-A]

f_117015 Danielsson(Kärr) R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893 [s381301489-3027-10893]
f_218764 Mårtensson(Linneryd) R1b-U106>Z381>Z301>L48 [s38130148-1418-A]

f_213470 Mårtensson(Linneryd) R1b-U106>Z381>Z301>L48 [s38130148-1418-A]
f_94932 Dettman R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893 [s381301489-3027-10893]

f_143990 Lowder R1b-U106>Z381>Z301>L48 [s38130148a-42513]
f_122096 Bennett R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7 [s381301489-3027]
f_168002 Russell R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7 [s381301489-3027]

f_230496 Druecke R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893 [s381301489-3027-10893]
f_12566 Ellis R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893 [s381301489-3027-10893]

f_187071 Wilson  R1b-U106>Z381>Z301>L48 [s381301489- uas]
f_160175 Searle R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7* [s381301489-3027]

f_21791 Osmond R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>CTS10893** [s381301489-3027-10893]

The vertical grey lines are separated 10 generations apart.



R-Z8
This is the modal haplotype for R-Z8.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z8.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4

--- R-Z1 ---
f_E15182 Creuly R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8** [s381301489-30278]

f_129574 Patterson R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_99281 Joy R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_82758 Woodruff R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8** [s381301489-30278-1112-B]
f_185898 Gibbs R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_72217 Hilburn R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-30278]
f_N70032 Poland R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8** [s381301489- uas]

f_176207 Walde(Toftenes) R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-B]
f_173546 Birdson R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-30278]

f_266572 Zalewski(Salewski) R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-30278]
f_N4380 Damveld R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8* [s381301489-30278]

f_121604 Taylor R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8* [s38130148-1024]
f_E7334 Draheim R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8** [s381301489- uas]

--- R-Z11 ---

The vertical grey lines are separated 10 generations apart.



R-Z1
This is the modal haplotype for R-Z1.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z1.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4
-5

--- R-Z344 ---
f_B2822 Lowry R1b-U106>Z381>Z301 [s381301- uas]

f_243184 zzzUnkName R1b-U106>Z381>Z301 [s381301- uas]
f_190569 Jennings R1b-U106>Z381>Z301>L48 [s3813014847- uas]

--- R-Z346 ---

The vertical grey lines are separated 10 generations apart.



R-Z346
This is the modal haplotype for R-Z346.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z346.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4
-5

f_224610 Duncan R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_187136 Mitchell R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346** [s381301489-81346- uas]

f_154743 Smith R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_N59986 Lynch R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_232717 Wheadon R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-30278-2210]
f_1427 Kinkead R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-30278]

f_N29457 Cummings R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346** [s381301489-81346-1110-A]
f_252380 Sinclair R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346 [s381301489-81346-1110-A]
f_69689 Sinclair R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346** [s381301489-81346-1110-A]

f_71914 Sinclair R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346** [s381301489-81346-1110-A]
f_98373 Wildery R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346** [s381301489-81346-1110-A]

f_199826 Spence R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-81346-1110-A]
f_N56927 Frenckinck R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346** [s381301489-81346-1110-A]

f_188002 Carlill R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-81346-1110-A]
--- R-Z343 ---

The vertical grey lines are separated 10 generations apart.



R-Z343
This is the modal haplotype for R-Z343.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z343.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4
-5

f_92916 Young R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343** [s381301489-81346-343]
f_N77915 Anderson R1b-U106>Z381>Z301>L48 [s381301489- uas]

f_N28483 Mason R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343 [s381301489-81346-343]
--- R-CTS7080 ---

f_N9244 Keuls R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343** [s381301489-81346-343]
f_25104 Ballard R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343** [s381301489-81346-343-24]

f_116367 Crumpler R1b-U106>Z381>Z301>L48 [s381301489-81346-343-49214]
f_203055 Gardiner R1b-U106>Z381>Z301>L48 [s381301489-81346-343-49214]

f_86268 Horrell R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343 [s381301489-81346-343-49214]
f_179370 Brooks R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343 [s381301489-81346-343-49214]

f_141791 Brooks R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343 [s381301489-81346-343-49214]
f_97732 Burch R1b-U106 [s381301489-81346-343-49214]

f_122193 Middlebrooks R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343** [s381301489-81346-343-49214]
f_6615 Radcliff? R1b-U106>Z381>Z301>L48 [s381301489-81346-343-4921410]

f_129467 Haworth R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-81346-343-4921410]

The vertical grey lines are separated 10 generations apart.



R-CTS7080
This is the modal haplotype for R-CTS7080.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-CTS7080.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3
-4

f_95246 Rix R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343 [s381301489-81346-343]
f_59472 Parke R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-30278]

f_N70230 Gregory R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343>CTS7080 [s381301489-81346-343-24-7080]
f_9298 Walker R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343>CTS7080 [s381301489-81346-343-24-7080]
f_231797 Weier R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343>CTS7080 [s381301489-81346-343-24-7080]

f_182432 Magoon R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343 [s381301489-81346-343-99]
f_209326 Byars R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z346>Z343>CTS7080 [s381301489-81346-343-24-7080]

The vertical grey lines are separated 10 generations apart.



R-Z344
This is the modal haplotype for R-Z344.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z344.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4

f_196407 Phillips zzL21suspect [z101609]
f_109920 Phillips zzL21suspect [z101609]

f_102462 Dunn R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-81344- uas]
f_46931 Dunn R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-81344- uas]

f_26862 Dunn R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-81344- uas]
f_119710 Dunn R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344 [s381301489-81344- uas]

f_28464 Dunn R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344** [s381301489-81344- uas]
f_96077 Dunn R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344** [s381301489-81344- uas]

f_206665 Crowllley R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-30278-2210]
f_30630 Dooley R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_263013 Fraser zzU106suspect [sx- uas]
f_26646 Brewer R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344** [s381301489-30278-2210]
f_239895 Ellis R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344** [s381301489-30278-2210]

f_7221 Cooke R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344** [s381301489-30278-2210]
--- R-Z6 ---

The vertical grey lines are separated 10 generations apart.



R-Z6
This is the modal haplotype for R-Z6.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z6.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3

f_N66805 Van Roost R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_16866 Hart R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6>L179+ [s381301489-813446- uas]

f_39866 Hart R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6>L179+ [s381301489-813446- uas]
f_186905 Cate R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1 [s381301489-813446-1922]

f_20925 Cates R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6 [s381301489-813446-1922]
f_74969 Cates R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6 [s381301489-813446-1922]

f_214331 Waite R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6* [s381301489-813446- uas]
f_25807 Howland R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6 [s381301489-813446- uas]

f_N78399 Winge R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6>M157.2+ [s381301489-813446-157]
f_62106 Wynge R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z1>Z344>Z6>M157.2+ [s381301489-813446-157]

The vertical grey lines are separated 10 generations apart.



R-Z11
This is the modal haplotype for R-Z11.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z11.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3
-4

f_6486 Green R1b-U106>Z381>Z301>L48 [s38130148-1024]
f_9194 Green R1b-U106>Z381>Z301>L48 [s38130148-1024]
f_8972 Green R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11 [s381301489-30278-11]

f_199947 Green zzU106suspect [s38130148-1024]
f_27984 Wolcott R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11 [s381301489-30278-11]

f_32839 Payne R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11** [s381301489-30278-11]
f_23665 Hodges R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11** [s381301489-30278-11]

f_29736 Hodges R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11** [s381301489-30278-11]
f_175467 Farmer R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11 [s381301489-30278-11-44928]

--- R-Z12 ---

The vertical grey lines are separated 10 generations apart.



R-Z12
This is the modal haplotype for R-Z12.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z12.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3
-4

f_64792 Klootwijk R1b-U106>Z381>Z301>L48 [s38130148-1024]
f_130860 Cruise R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12** [s381301489-30278-1112- uas]

f_107091 Crewes R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12 [s381301489-30278-1112-B]
f_102705 Cruse R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12 [s381301489-30278-1112-B]

f_198886 Cruse R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12** [s381301489-30278-1112-B]
f_7688 Raney R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12 [s381301489-30278-1112-B]

f_157494 Flick R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-B]
f_61021 Gibson R1b-U106 [s381301489-30278-1112-B]

--- R-L148 ---
f_N30554 Whitfield R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-30278-1112-B]
f_N5877 Bevel R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-B]

f_4701 Bolling R1b-U106 [s381301489-30278-1112-B]
f_111444 Morlan R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12 [s381301489-30278-1112-B]

f_181922 Dean R1b-U106>Z381>Z301>L48 [s381301489-30278-11-44928]
f_189654 Bell R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-A]

f_20755 Carter R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-30278-1112-A]
f_150481 Marjoribanks R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-A]

f_149328 Marjoribanks R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-A]
f_222351 Moffett R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12 [s381301489-30278-1112-A]

f_20874 Bradford R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8 [s381301489-81346-343-49214]
f_4800 Brents R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-B]

f_216276 Ryder R1b-U106>Z381>Z301>L48 [s381301489-30278-11-44928]
f_95006 Stevens R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12** [s381301489-30278-1112- uas]

f_41173 Taylor R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12** [s381301489-30278-1112- uas]
f_259306 Lyons R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12** [s381301489-30278-1112-5907]
f_63958 Withers R1b-U106>Z381>Z301>L48 [s381301489-30278-1112-5907]

The vertical grey lines are separated 10 generations apart.



R-L148
This is the modal haplotype for R-L148.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L148.  The color indicates the relative frequency of the alleles.
modal

f_21804 Wade R1b-U106>Z381>Z301>L48>Z9>Z30>Z2>Z7>Z8>Z11>Z12>L148+ [s381301489-30278-1112-B]

The vertical grey lines are separated 10 generations apart.



R-L47
This is the modal haplotype for R-L47.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L47.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

--- R-Z159 ---
--- R-L44 ---

f_151608 Hibbs R1b-U106>Z381>Z301>L48>L47** [s3813014847a- uas]
f_89020 zzzUnknown R1b-U106>Z381>Z301>L48>L47 [s3813014847- uas]

The vertical grey lines are separated 10 generations apart.



R-Z159
This is the modal haplotype for R-Z159.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z159.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_147416 Forster zzL21suspect [4466-T2]
f_170358 Louw R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159- uas]

f_21447 Cotter R1b-U106>Z381>Z301>L48 [s38130148- uas]
f_N82242 Orlowski R1b-U106>Z381>Z301>L48>L47 [s3813014847-159-1014]

f_230403 Robinson R1b-U106>Z381>Z301>L48>L47 [s3813014847- uas]
f_38866 Gillaspie R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-1014-A]

f_14540 Peden R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-1014-A]
f_33321 Cardew R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_76424 YeKuszieyl R1b-U106>Z381>Z301>L48>L47 [s3813014847-159- uas]
f_93413 Siebert R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv]

f_154636 Pushinsky R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv]
f_158944 Levin R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv-B]
f_N7174 Epstein R1b-U106>Z381>Z301>L48 [s3813014847-159-438iv]

f_202399 Fingerbren R1b-U106>Z381>Z301>L48>L47 [s3813014847-159-438iv]
f_7353 Katsev R1b-U106>Z381>Z301>L48>L47 [s3813014847-159-438iv]

f_230445 Caplan R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv-B]
f_32728 Cloud R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv]

f_125832 Hardwick R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv-B]
f_238775 Koff R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv-A]

f_128737 Rogov R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv-A]
f_72007 Valko R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv-A]

f_H1875 Mulliken R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv]
f_115576 Grant R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv]

f_42015 Lusk R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv]
f_79571 Hazel R1b-U106 [sx- uas]

f_92584 Cheshire R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-438iv]
f_N112671 de Hauteville R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847- uas]

f_232232 Gaglia R1b-U106>Z381>Z301>L48>L47 [s3813014847- uas]
f_H1169 Acree R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159- uas]

f_87813 McLeod R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159- uas]
f_4607 Carr R1b-U106>Z381>Z301>L48>L47 [s3813014847-159-1014]

f_24745 Parks R1b-U106>Z381>Z301>L48 [s3813014847- uas]
f_73131 Parks R1b-U106>Z381>Z301>L48>L47 [s3813014847- uas]

f_N67241 Pedersen(Vilslev) R1b-U106>Z381>Z301>L48>L47 [s3813014847-159-57210]
f_16631 Creel R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159- uas]

f_14584 Galbraith R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-57210]
f_N66664 Flaye R1b-U106>Z381>Z301>L48 [s3813014847-159- uas]

f_169807 Healey R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-41321]
f_242329 May R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-41321]

f_B1052 Martin R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-41321]
f_70092 Stevens R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-52021]

f_17468 Lucas R1b-U106>Z381>Z301>L48>L47 [s3813014847-159-52021]
f_289818 Heinze zzU106suspect [sx- uas]

f_N6478 Löwenstein R1b-U106>Z381>Z301>L48>L47>Z159+ [s3813014847-159-52021]

The vertical grey lines are separated 10 generations apart.



R-L44
This is the modal haplotype for R-L44.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

23

19

14

39
1

10

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

19

44
9

30

46
4a

15

46
4b

15

46
4c

17

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

15

60
7

15

57
6

18

57
0

17

C
D

Y
a

37

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

15

45
0

8

44
4

12

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

13

56
5

12

71
0

34

48
5

15

63
2

9

49
5

16

54
0

12

71
4

25

71
6

26

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

10

49
4

9

53
3

12

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

21

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

13

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

16

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-L44.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2

f_N10888 Holley R1b-U106>Z381>Z301>L48>L47>L44 [s3813014847-44- uas]
f_102109 Huff zzU106suspect [sx- uas]

f_1502 Beckman R1b-U106>Z381>Z301>L48>L47>L44 [s3813014847-44a- uas]
f_58658 Read R1b-U106>Z381>Z301>L48 [s38130148- uas]

f_189359 Joos R1b-U106>Z381>Z301>L48>L47>L44** [s3813014847-44a- uas]
f_202816 Pacek R1b-U106>Z381>Z301>L48>L47>L44** [s3813014847-44a-1921]

f_135435 Richards R1b-U106>Z381>Z301>L48>L47>L44** [s3813014847-44a- uas]
--- R-L46 ---

The vertical grey lines are separated 10 generations apart.



R-L46
This is the modal haplotype for R-L46.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L46.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2

f_50502 Payne R1b-U106>Z381>Z301>L48>L47 [s3813014847- uas]
f_115986 Lamb R1b-U106>Z381>Z301>L48>L47>L44>L46 [s3813014847-4446- uas]

f_N20541 Picton R1b-U106>Z381>Z301>L48>L47>L44>L46>L45** [s3813014847-444645- uas]
f_109845 Vinter R1b-U106>Z381>Z301>L48>L47>L44>L46>L45>L292+ [s3813014847-444645- uas]
f_52338 Goforth R1b-U106>Z381>Z301>L48>L47>L44>L46>L45** [s3813014847-444645- uas]
f_131142 Hallatt R1b-U106>Z381>Z301>L48>L47>L44>L46>L45** [s3813014847-444645- uas]

f_275630 zzzUnknown R1b-U106>Z381>Z301>L48>L47>L44>L46>L45 [s3813014847-444645-E]
f_219747 zzzUnknown R1b-U106>Z381>Z301>L48>L47>L44>L46** [s3813014847-4446a- uas]

f_108880 Durr R1b-U106>Z381>Z301>L48>L47>L44>L46** [s3813014847-4446a- uas]

The vertical grey lines are separated 10 generations apart.



R-U198
This is the modal haplotype for R-U198.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-U198.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3

f_102915 Balsiger R1b-U106>Z381>Z301>U198 [s381301-198- uas]
f_51176 Braswell R1b-U106>Z381>Z301>U198 [s381301-198-1411]

f_120625 Tatum R1b-U106>Z381>Z301>U198 [s381301-198-1411]
f_115754 Estes R1b-U106>Z381>Z301>U198 [s381301-198-1411]

f_187438 Proctor R1b-U106>Z381>Z301>U198** [s381301-198-1411]
f_N52932 Gregory R1b-U106>Z381>Z301>U198 [s381301-198- uas]
f_85403 Richardson  R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_194939 Boyd R1b-U106>Z381>Z301>U198 [s381301-198-1523]
f_70771 Sloan R1b-U106>Z381>Z301>U198 [s381301-198-1523]

f_18715 Sloan R1b-U106>Z381>Z301>U198 [s381301-198-1523]
f_73690 Reddiex R1b-U106>Z381>Z301>U198 [s381301-198-1523]

f_40322 Boyd R1b-U106>Z381>Z301>U198 [s381301-198-1523]
f_208728 Vroom R1b-U106>Z381>Z301>U198 [s381301-198-1523]

f_199912 Martin R1b-U106>Z381>Z301>U198 [s381301-198- uas]
f_169949 Morley R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_166729 Berube R1b-U106>Z381>Z301>U198 [s381301-198- uas]
f_147050 BØrubØ R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_E16997 zzzUnknown R1b-U106 [s381301-198-5688]
f_N86505 Carl zzU106suspect [sx- uas]

f_68015 Allison R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_129826 Dawson R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]

f_259802 Wallis zzU106suspect [s381301-198-1415-A]
f_N97829 Ferguson R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]

f_213587 Brawner R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_54363 Shannon R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]

f_85700 Shannon R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_213583 Dawson R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]

f_210522 Allison R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_57678 Finton R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]

f_116413 Brown R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_124430 Gibson R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]

f_49733 Meek R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_6576 Meeks  R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]

f_187889 Porter R1b-U106>Z381>Z301>U198 [s381301-198- uas]
f_209162 Porter R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_242982 Porter-Angelos zzU106suspect [s381301-198- uas]
f_177455 Porter R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_178163 Lynn  R1b-U106>Z381>Z301>U198 [s381301-198-1212]
f_142654 Woodward R1b-U106>Z381>Z301>U198 [s381301-198-1212]

f_112836 Lynn  R1b-U106>Z381>Z301>U198 [s381301-198-1212]
f_228016 Buckley R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_26345 Blount R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_41540 Burns R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_184463 Farley R1b-U106>Z381>Z301>U198 [s381301-198-14]
f_84821 Farley R1b-U106>Z381>Z301>U198 [s381301-198-14]

f_116740 Ambrose R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_276523 Dee zzU106suspect [s381301-198-1415]

f_45527 Crowley R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_N17493 White  R1b-U106>Z381>Z301>U198 [s381301-198-1415]

f_3131 Hurst  R1b-U106>Z381>Z301>U198 [s381301-198-1415-A]
f_194322 Partridge R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_222152 Patridge zzU106suspect [s381301-198-1415]

f_80307 Cook R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_99713 Legg R1b-U106>Z381>Z301>U198 [s381301-198-1415]

f_37279 Love  R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_164266 Lennex R1b-U106>Z381>Z301>U198 [s381301-198-1415]

f_250021 Lewis zzU106suspect [s381301-198-1415]
f_50320 Emblin R1b-U106>Z381>Z301>U198 [s381301-198-1415]

f_142323 Hathway  R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_B1081 Hathaway R1b-U106>Z381>Z301>U198 [s381301-198-1415]

f_133030 Grigsby R1b-U106>Z381>Z301>U198 [s381301-198-1415]
f_N18598 Toll R1b-U106>Z381>Z301>U198 [s381301-198-1415]

The vertical grey lines are separated 10 generations apart.



f_67707 Ben-Safed R1b-U106>Z381>Z301>U198 [s381301-198- uas]
f_N76376 Simpkins R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_52398 Herndon R1b-U106>Z381>Z301>U198 [s381301-198- uas]
f_147844 Curd R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]

f_N43178 Norway R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]
f_204436 Totten R1b-U106>Z381>Z301>U198 [s381301-198- uas]

f_35787 Rose  R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]
f_2711 Perkins R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]

f_270238 Warren zzU106suspect [s381301-198-59411-19-A]
f_227733 Anders R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]
f_210781 Andrews R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]

f_60428 Winters R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]
f_28084 Bailey R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]

f_199557 Cann R1b-U106>Z381>Z301>U198 [s381301-198-59411-19]
f_273969 Hall R1b-U106>Z381>Z301>U198 [s381301-198-59411-19]

f_235194 Riewald R1b-U106>Z381>Z301>U198 [s381301-198-59411-19]
f_7631 Craigo R1b-U106>Z381>Z301>U198 [s381301-198-59411-19]

f_N59166 Dyer R1b-U106>Z381>Z301>U198 [s381301-198-59411-19]
f_95830 Foster R1b-U106>Z381>Z301>U198 [s381301-198-59411-19]

f_14421 Carter  R1b-U106>Z381>Z301>U198 [s381301-198-59411-19-A]
f_84371 Hollingsworth R1b-U106>Z381>Z301>U198 [s381301-198-59411]

f_213329 zzzUnkName R1b-U106>Z381>Z301>U198 [s381301-198-59411]
f_N112888 Boogard R1b-U106>Z381>Z301>U198 [s381301-198-59411]

f_127019 Wheeler R1b-U106>Z381>Z301>U198 [s381301-198-59411]
f_48449 Hayward R1b-U106>Z381>Z301>U198** [s381301-198- uas]

The vertical grey lines are separated 10 generations apart.



R-Z156
This is the modal haplotype for R-Z156.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z156.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5

--- R-Z305 ---
f_147853 Bow R1b-U106>Z381>Z156** [s381156- uas]

f_113502 Porter R1b-U106 [s381156- uas]
f_115491 Loehr R1b-U106 [sx- uas]

f_N11451 Roberts R1b-U106 [sx- uas]
f_165363 Haile R1b-U106>Z381>Z156 [s381156- uas]
f_134007 Pelan R1b-U106>Z381>Z156* [s381156- uas]

f_64558 Denniston R1b-U106>Z381 [s381- uas]
f_47390 Keicher R1b-U106 [sx- uas]

f_57352 Stubbs R1b-U106>Z381>Z156** [s381156- uas]
f_N10078 Goll R1b-U106>Z381>Z156* [s381156- uas]

f_60304 Cameron R1b-U106 [s381156-43811]
f_90791 MacMullen R1b-U106>Z381>Z156 [s381156-43811]

f_93223 McMillen R1b-U106>Z381>Z156 [s381156-43811]
f_65132 McMillen R1b-U106>Z381>Z156** [s381156-43811]

f_93708 McMillen R1b-U106>Z381>Z156 [s381156-43811]
f_B1353 McMillen R1b-U106>Z381>Z156 [s381156-43811]

f_175542 Taylor R1b-U106 [s381156-43811]
f_125584 Traynor R1b-U106>Z381>Z156 [s381156-43811]

f_35043 McMillan R1b-U106>Z381>Z156 [s381156-43811]
f_94483 McMullan R1b-U106>Z381>Z156 [s381156-43811]

f_159837 McMullen R1b-U106>Z381>Z156 [s381156-43811]
f_161655 McMillan R1b-U106 [s381156-43811]

f_33309 McMillan R1b-U106>Z381>Z156* [s381156-43811]
f_176334 Gill R1b-U106>Z381>Z156 [s381156-43811]

f_80961 Keddie R1b-U106>Z381>Z156 [s381156-43811]
f_N21964 Brown R1b-U106 [s381156-43811]
f_57431 Burns R1b-U106>Z381>Z156 [s381156-43811]

f_98435 Danel R1b-U106 [sx- uas]
f_187194 Stephani R1b-U106 [sx- uas]

f_N16914 Forman R1b-U106 [sx- uas]

The vertical grey lines are separated 10 generations apart.



R-Z305
This is the modal haplotype for R-Z305.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

24

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

19

44
9

29

46
4a

15

46
4b

15

46
4c

16

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

15

60
7

15

57
6

17

57
0

17

C
D

Y
a

36

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

15

45
0

8

44
4

12

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

13

56
5

12

71
0

35

48
5

15

63
2

9

49
5

16

54
0

12

71
4

26

71
6

26

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

10

49
4

9

53
3

12

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

20

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-Z305.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6
+7

-1
-2
-3
-4
-5

f_217591 Bover R1b-U106>Z381 [s381- uas]
f_252157 Kemp R1b-U106>Z381>Z156 [s381156- uas]

f_N8287 Adams R1b-U106>Z381>Z156>Z305 [s381156-305-1013]
f_18776 Puente R1b-U106 [s381156-305-1013]

f_145507 Corbitt R1b-U106 [s381301-154-2510]
f_72850 Corrbett R1b-U106>Z381>Z301>Z154+ [s381301-154-2510]

f_143731 Hindman R1b-U106 [sx- uas]
f_194042 Robertson R1b-U106 [sx- uas]

f_94400 Matthews R1b-U106>Z381>Z156>Z305* [s381156-305- uas]
f_107208 Robertson R1b-U106 [sx- uas]

f_69361 zzzUnkName R1b-U106 [sx- uas]
f_1245 Roper R1b-U106 [sx- uas]

f_75884 Werner R1b-U106>Z381>Z156>Z305* [s381156-305- uas]
f_62902 Ysenhart R1b-U106 [sx- uas]

f_136569 Ruck zzU106suspect [sx- uas]
f_225597 Smith  R1b-U106 [sx- uas]
f_100960 Dewdney R1b-U106>Z381 [s381- uas]

f_217706 Browning zzU106suspect [sx- uas]
f_249471 zzzUnknown R1b-U106>Z381>Z156 [s381156- uas]

--- R-L128 ---
f_E2091 Winter R1b-U106>Z381>Z156* [s381156- uas]

f_140211 Forman R1b-U106>Z381>Z156>Z305* [s381156-305-1616]
f_22654 Neely R1b-U106>Z381>Z156>Z305* [s381156-305-1616]

f_109129 Via R1b-U106>Z381>Z156>Z305* [s381156-305- uas]
f_80157 Lile R1b-U106>Z381>Z156>Z305 [s381156-305-1616]
f_106882 Lyles R1b-U106 [s381156-305-1616]

f_N6918 Thompson R1b-U106>Z381>Z156>Z305* [s381156-305-1616]
f_57895 Bess R1b-U106 [s381156-305-1616]
f_120386 Donald R1b-U106>Z381>Z156>Z305 [s381156-305-1616]

f_N10310 Bess R1b-U106>Z381>Z156 [s381156-305-1616]
f_1543 Jarman R1b-U106>Z381>Z156>Z305 [s381156-305-1616]

f_231054 Coburg/Oldenburg R1b-U106>Z381>Z156>Z305** [s381156-305-1616-99]
f_33310 Keys R1b-U106 [s381156-305-1616-99]

f_134903 Butler R1b-U106 [sx- uas]
f_175525 Kidder R1b-U106>Z381>Z156>Z305** [s381156-305-1616-99]

f_200153 Kuhn R1b-U106>Z381>Z156 [s381156- uas]
f_N46336 Pierssens R1b-U106>Z381>Z156>Z305 [s381156-305- uas]

f_10498 Hawley R1b-U106 [sx- uas]
f_108436 Pyles R1b-U106 [sx- uas]

f_173712 Inman R1b-U106 [sx- uas]
f_263108 Locke R1b-U106>Z381>Z156>Z305 [s381156-305-111311]
f_37835 Streddler R1b-U106 [sx- uas]

--- R-P89.2 ---
f_B2992 Loeffel [u56-47-455]
f_47991 Wilson R1b-U106>Z381>Z156>Z305 [s381156-305-1616]

f_120279 Fruman R1b-U106 [sx- uas]
f_E2541 Schirm R1b-U106>Z381>Z156>Z305* [s381156-305- uas]

f_22319 Parker R1b-U106 [sx- uas]
f_40547 Lay R1b-U106 [sa-24-151115]

f_5010 Staple R1b-U106>Z381>Z156>Z305 [s381156-305- uas]
f_180037 Westcott R1b-U106>Z381>Z156>Z305* [s381156-305- uas]

f_21898 Stallings R1b-U106 [sx- uas]
f_133777 Akins R1b-U106 [sx- uas]

f_N15295 Lenzen [dz209- uas]
f_N113250 Pace R1b-U106>Z381>Z156>Z305 [s381156-305- uas]

f_85054 Atkinson R1b-U106 [sx- uas]
f_N35071 Roche R1b-U106>Z381>Z156>Z305 [s381156-305- uas]

f_19095 Minnir R1b-U106>Z381>Z156>Z305* [s381156-305-141921]
f_189450 Sinkler R1b-U106 [sx- uas]

f_179381 Withers R1b-U106>Z381>Z156>Z305* [s381156-305-141921]

The vertical grey lines are separated 10 generations apart.



f_B1060 Hiatt R1b-U106 [s381156-305-141921]
--- R-L1 ---

f_239336 Neves R1b-U106>Z381>Z156>Z305 [s381156-305- uas]
f_67838 Finley R1b-U106 [sx- uas]

f_88776 Ledesma R1b-U106 [sx- uas]

The vertical grey lines are separated 10 generations apart.



R-L128
This is the modal haplotype for R-L128.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L128.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

f_231354 Kolb R1b-U106>Z381 [s381- uas]
f_150038 Sander R1b-U106>Z381 [s381156-305-1616]

f_252263 Benefiel R1b-U106 [s381156-305-1616]
f_12190 Burris R1b-U106>Z381>Z156>Z305* [s381156-305-1616]

f_187695 Norton zzU106suspect [s381156-305-1616]
f_64847 Blevins? R1b-U106 [s381156-305-1616]

f_75071 Sinclair R1b-U106 [sx- uas]
f_181997 zzzUnkName R1b-U106>Z381>Z156>Z305* [s381156-305-6179]

f_86356 Graham R1b-U106 [s381156-305-6179]
f_148146 Early R1b-U106>Z381>Z156>Z305>L128** [s381156-305-128]

f_240658 Whitson R1b-U106 [sx- uas]
f_274005 Boyed R1b-U106>Z381>Z156>Z305>L128>L127.2+ [s381156-305-128]
f_5962 Johnson R1b-U106>Z381>Z156>Z305>L128>L127.2+ [s381156-305-128]

f_N22014 Maddox R1b-U106 [sx- uas]
f_80890 Silvers R1b-U106 [sx- uas]

The vertical grey lines are separated 10 generations apart.



R-P89.2
This is the modal haplotype for R-P89.2.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-P89.2.  The color indicates the relative frequency of the alleles.

modal
+1

-1
-2

f_1196 Blakely R1b-U106>Z381>Z156>Z305>P89.2+ [s381156-305-89]
f_134051 Roof R1b-U106>Z381>Z156>Z305>P89.2+ [s381156-305-89]
f_175544 Stewart R1b-U106>Z381>Z156>Z305>P89.2+ [s381156-305-89]

The vertical grey lines are separated 10 generations apart.



R-L1
This is the modal haplotype for R-L1.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3

f_209489 Bell R1b-U106>Z381>Z156>Z305>L1 [s381156-3051- uas]
f_188685 Sexton R1b-U106>Z381>Z156>Z305>L1 [s381156-3051- uas]

f_85076 Bell  R1b-U106>Z381>Z156>Z305>L1 [s381156-3051- uas]
f_155186 Fedorowicz R1b-U106>Z381>Z156>Z305>L1 [s381156-3051- uas]

f_176669 Mason  R1b-U106>Z381>Z156>Z305>L1 [s381156-3051- uas]
f_17293 Vanderpool R1b-U106>Z381>Z156>Z305>L1 [s381156-3051- uas]
f_235223 Laurence R1b-U106>Z381>Z156>Z305>L1 [s381156-3051-9916]

f_6814 Little  R1b-U106>Z381>Z156>Z305>L1>L132.2+ [s381156-3051-9916]
f_287726 Atkins zzU106suspect [s381156-3051-9916-A]
f_37977 Atkins  R1b-U106>Z381>Z156>Z305>L1 [s381156-3051-9916-A]
f_25841 Atkins  R1b-U106>Z381>Z156>Z305>L1 [s381156-3051-9916-A]

f_14179 Fox  R1b-U106>Z381>Z156>Z305>L1 [s381156-3051-9916-A]
f_34685 King  R1b-U106>Z381>Z156>Z305>L1 [s381156-3051-9916-A]

f_205722 Fuchs R1b-U106>Z381>Z156>Z305>L1 [s381156-3051- uas]

The vertical grey lines are separated 10 generations apart.



R-Z18
This is the modal haplotype for R-Z18.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z18.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

--- R-Z14 ---
f_E7307 Werthmueller R1b-U106>Z18>L325+ [s1814-325- uas]

f_155284 Kasbohm zzU106suspect [s381301489-30278-11-44928]
f_65496 Vignault R1b-U106>Z18* [s18a- uas]

f_68399 Young R1b-U106>Z18** [s18a- uas]
f_255553 Nance R1b-U106 [sx- uas]

f_N22251 Drummen R1b-U106 [sx- uas]
f_128325 Duva(Medle) R1b-U106 [sx- uas]

The vertical grey lines are separated 10 generations apart.



R-Z14
This is the modal haplotype for R-Z14.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

24

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

24

43
7

15

44
8

19

44
9

31

46
4a

15

46
4b

15

46
4c

17

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

15

60
7

15

57
6

18

57
0

16

C
D

Y
a

35

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

15

45
0

8

44
4

12

48
1

23

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

13

56
5

12

71
0

36

48
5

15

63
2

9

49
5

16

54
0

12

71
4

26

71
6

26

71
7

19

50
5

12

55
6

11

54
9

12

58
9

12

52
2

10

49
4

9

53
3

12

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

12

46
3

25

44
1

13

1B
07

10

52
5

10

71
2

20

59
3

15

65
0

19

53
2

13

71
5

23

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-Z14.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

f_14381 zzzUnk(Este) zzL21suspect [z102417]
f_86527 Ferrer R1b-U106 [sx- uas]

f_280062 Kenna zzL21suspect [z121111]
f_255311 Winne R1b-U106>Z18>Z14* [s1814- uas]

f_197974 Slaghekke R1b-U106>Z18>Z14* [s1814-1111]
f_185333 Pipken R1b-U106 [s1814-1111]

f_107780 Chandler R1b-U106>Z18 [s1814-1111]
f_56417 Thomas R1b-U106>Z18 [s1814-1111]

f_45367 Elmes R1b-U106 [s1814-1111]
f_259473 Schmidt zzU106suspect [s1814-1111]

f_N61825 Cooney R1b-U106>Z18>Z14* [s1814- uas]
f_N77276 Josi R1b-U106>Z18>Z14 [s1814- uas]

f_113462 Wojciech R1b-U106>Z18>Z14* [s1814- uas]
f_143376 Bryan R1b-U106>Z18 [s18- uas]

f_13875 Cain R1b-U106>Z18 [s1814-48712]
f_N44777 Sweet R1b-U106>Z18>Z14 [s1814-48712]

f_N85247 Hockley R1b-U106>Z18>Z14 [s1814-48712]
f_18644 Stedman R1b-U106>Z18 [s1814-48712]

f_161018 Stedman R1b-U106>Z18 [s1814-48712]
f_17432 Jordan R1b-U106>Z18>Z14* [s1814-48712]

f_18235 Parker R1b-U106>Z18 [s1814-48712]
f_126224 Shelton R1b-U106>Z18 [s1814-48712]

f_226057 zzzUnkName R1b-U106 [s3813014847-444645- uas]
f_9090 Hiatt(Hyatt) R1b-U106>Z18>Z14* [s1814- uas]
f_144162 Michael R1b-U106 [sx- uas]

f_94743 Koontz R1b-U106>Z18 [s18- uas]
f_127701 Jones R1b-U106 [s1814-43613]

f_130720 Sandifer R1b-U106>Z18>Z14* [s1814-43613-B]
f_N85364 Swett R1b-U106>Z18>Z14* [s1814-43613]

f_98049 Leman R1b-U106 [sx-24-1616]
f_34867 Leman R1b-U106 [sx-24-1616]

f_178596 zzzUnkName R1b-U106 [sx- uas]
f_N65375 Borel R1b-U106>Z18>Z14* [s1814- uas]

f_104166 Stubbs R1b-U106 [sa-24-64012]
f_178008 Huntsman R1b-U106>Z18 [s18- uas]

f_6450 Dickason R1b-U106>Z18>Z14 [s1814- uas]
f_153605 Dickinson R1b-U106>Z18>Z14* [s1814- uas]

--- R-Z372 ---

The vertical grey lines are separated 10 generations apart.



R-Z372
This is the modal haplotype for R-Z372.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z372.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3

f_N17100 Hammons R1b-U106>Z18>Z14 [s1814- uas]
f_N14340 Collins R1b-U106>Z18>Z14>Z372** [s1814-372- uas]

f_93598 Aronsson(Fagre) R1b-U106>Z18>Z14>Z372** [s1814-372- uas]
f_233453 Johnsen(Ibestad) zzU106suspect [s1814-40611]

f_184520 Augestad(Jondal) R1b-U106>Z18>Z14>Z372 [s1814-372-56812]
f_243831 Boman R1b-U106>Z18>Z14>Z372** [s1814-372-56812]
f_N63729 Olsen(Larvik) R1b-U106>Z18>Z14>Z372** [s1814-372-56812]

f_N113653 Blomquist(Skatelöv) R1b-U106>Z18>Z14>Z372 [s1814-372-56812]
f_N37019 Frykman(Rudskoga) R1b-U106>Z18>Z14>Z372** [s1814-372-56812]
f_N23795 Johnson(Gothenberg) R1b-U106>Z18>Z14>Z372** [s1814-372-56812]

f_150831 Bengtsson R1b-U106>Z18>Z14>Z372** [s1814-372-56812]
f_174347 Gran R1b-U106>Z18>Z14>Z372 [s1814-372-56812]

f_134820 Ström(Småland) R1b-U106>Z18>Z14>Z372 [s1814-372-56812]
f_213979 Ahlbom zzU106suspect [sx- uas]

--- R-L257 ---
f_34705 Harrelson R1b-U106 [s1814-372-1510]
f_50394 Harrelson R1b-U106>Z18>Z14>Z372** [s1814-372-1510]

f_158485 Wells R1b-U106>Z18>Z14>Z372 [s1814-372-1510]
f_122883 Wells R1b-U106>Z18>Z14>Z372** [s1814-372-1510]

The vertical grey lines are separated 10 generations apart.



R-L257
This is the modal haplotype for R-L257.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L257.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3

f_42947 Allen R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]
f_224853 Minor R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-C]
f_187871 Cockburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]

f_217897 De Cokburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]
f_197753 Cockburn zzU106suspect [s1814-372257-A]

f_215291 Cokburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]
f_215020 Cockburn zzU106suspect [s1814-372257-A]

f_225979 Cockburn zzU106suspect [s1814-372257-A]
f_198993 Cokburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_217975 De Cokburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]
f_191674 Cokburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_96183 Cockburne R1b-U106 [s1814-372257-A]
f_70549 Cockburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_70536 Dunbar R1b-U106 [s1814-372257-A]
f_60941 Dunbar R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_N65898 Hallstrom R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]
f_47330 Dunbar R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_242805 Coburn R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]
f_126934 Dunbar R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_206426 Cokburne R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]
f_216850 Cockburn R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-B]

f_50943 Dunbar R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-B]
f_111717 Dunbar R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-B]
f_80002 Dunbar R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_214871 Cockburn zzU106suspect [s1814-372257-A]
f_186266 Cockburn zzU106suspect [s1814-372257-A]

f_37046 Dunbar R1b-U106 [s1814-372257-A]
f_60090 Dunbar R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-A]

f_223391 Preston R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-C]
f_204364 Riddell R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-C]
f_82498 Wilson R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-C]
f_85144 Thompson R1b-U106 [sx- uas]

f_252834 Meyer R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]
f_N113458 Ruut R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]

f_150409 Rock R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]
f_201610 zzzUnkName R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]

f_131560 Stanaland R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257-B]
f_E16977 Stemmermann R1b-U106>Z18>Z14>Z372>L257+ [s1814-372257- uas]

The vertical grey lines are separated 10 generations apart.



R-L217.1
This is the modal haplotype for R-L217.1.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

24

19

14

39
1

11

38
5a

12

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

8

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

19

44
9

29

46
4a

15

46
4b

15

46
4c

17

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

22

45
6

16

60
7

15

57
6

17

57
0

17

C
D

Y
a

37

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

-

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

16

45
0

8

44
4

12

48
1

21

52
0

21

44
6

14

61
7

11

56
8

11

48
7

13

57
2

11

64
0

11

49
2

14

56
5

12

71
0

35

48
5

15

63
2

9

49
5

16

54
0

12

71
4

25

71
6

26

71
7

19

50
5

13

55
6

11

54
9

14

58
9

12

52
2

10

49
4

9

53
3

13

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

12

46
3

24

44
1

13

1B
07

10

52
5

9

71
2

20

59
3

15

65
0

19

53
2

13

71
5

24

50
4

15

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-L217.1.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

f_23545 Platt R1b-U106>L217.1+ [s2171]
f_163285 Goodson R1b-U106 [s2171-n425]
f_62183 Goodson zzU106suspect [s2171-n425]

f_232315 Goodson R1b-U106>L217.1+ [s2171-n425]
f_193569 Goodson zzU106suspect [s2171-n425]

f_173261 Goodson zzU106suspect [s2171-n425]
f_2599 Walker R1b-U106>L217.1+ [s2171-n425]

f_N87046 Smith R1b-U106>L217.1+ [s2171-n425]

The vertical grey lines are separated 10 generations apart.



R-M73
This is the modal haplotype for R-M73.  The coloration is with respect to the modal haplotype of the full tree.

39
3

12

39
0

25

19

14

39
1

11

38
5a

13

38
5b

14

42
6

12

38
8

12

43
9

11

38
9i

14

39
2

13
38

9i
i-i

29

45
8

16

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

22

43
7

15

44
8

20

44
9

32

46
4a

12

46
4b

15

46
4c

16

46
4d

16

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

15

60
7

15

57
6

15

57
0

19

C
D

Y
a

34

C
D

Y
b

35

44
2

14

43
8

10

53
1

11

57
8

8

39
5S

1a

16

39
5S

1b

16

59
0

8

53
7

11

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

17

45
0

8

44
4

13

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

14

57
2

11

64
0

11

49
2

12

56
5

12

71
0

34

48
5

15

63
2

9

49
5

15

54
0

12

71
4

26

71
6

27

71
7

19

50
5

13

55
6

11

54
9

13

58
9

13

52
2

10

49
4

9

53
3

12

63
6

11

57
5

10

63
8

11

46
2

11

45
2

31

44
5

12

A
10

15

46
3

24

44
1

13

1B
07

11

52
5

10

71
2

22

59
3

15

65
0

20

53
2

12

71
5

23

50
4

16

51
3

11

56
1

14

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

11

43
5

11

This is the marker distribution for R-M73.  The color indicates the relative frequency of the alleles.
modal

f_39685 Mainenti R1b-EARLY>P25>L389>P297>M73+ [ma25389-m73-B]

The vertical grey lines are separated 10 generations apart.



Cluster Modals
Full Tree (R-M343)
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Cluster Modals (continued...)
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13 24 14 11 11 14 12 12 12 13 13 30 17 9 10 11 11 25 15 19 29 15 15 16 17 10 10 19 23 16 14 17 17 35 36 12 12 11 9 15 16 9 10 10 8 10 10 12 23 24 16 10 12 12 16 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 12 26 26 19 12 11 13 12 11 9 14 12 10 11 11 30 12 13 24 13 10 10 20 15 18 14 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-S424
13 24 14 10 11 14 12 12 12 13 13 29 18 9 10 11 11 25 15 19 30 13 15 17 17 11 10 19 23 16 15 18 18 38 38 12 12 11 9 15 16 9 10 10 8 10 10 12 22 23 16 10 12 12 15 8 11 22 20 14 12 11 13 11 11 12 12 31 15 9 15 12 25 26 20 13 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 23 17 12 15 24 12 23 18 10 14 17 9 12 11

R-S190
13 24 14 10 11 14 12 12 12 13 13 29 18 9 10 11 11 25 15 19 30 13 15 17 17 11 10 19 23 16 15 18 18 38 38 12 12 11 9 15 16 9 10 10 8 10 10 12 22 23 16 10 12 12 15 8 11 22 20 14 12 11 13 11 11 12 12 31 15 9 15 12 25 26 20 13 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 23 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L720
13 24 14 10 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 31 14 15 16 18 11 11 19 23 17 15 17 16 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 15 8 13 22 20 13 12 11 13 11 11 12 12 33 15 9 16 12 24 26 19 12 11 14 12 12 9 12 12 10 11 12 30 12 12 24 13 10 10 19 15 18 12 24 17 12 15 24 12 23 18 10 14 17 9 13 11

R-Z246
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-DF25
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-DF5
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 17 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

21-n922-A1
13 24 14 11 11 15 12 12 13 13 13 29 17 9 10 11 11 25 15 19 28 15 15 17 17 11 11 19 23 16 15 18 19 36 37 12 12 11 9 15 16 8 10 10 8 10 9 - 22 23 16 10 12 12 16 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 12 26 26 19 9 11 14 12 11 9 12 12 10 11 11 30 12 13 24 12 10 11 22 15 20 13 24 17 12 17 24 12 23 18 10 14 17 9 12 11

R-L1402
13 24 14 11 11 14 12 12 11 13 13 29 17 9 10 11 11 25 15 19 30 15 15 16 17 11 11 19 23 16 16 19 17 36 39 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 11 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 12 25 13 10 10 21 15 18 14 24 16 12 14 24 12 23 18 9 14 17 9 12 11

R-CTS3655
13 24 14 11 11 14 12 12 12 14 13 30 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-L627
13 24 15 10 11 15 12 12 12 14 13 30 17 9 10 11 11 25 15 19 29 15 16 16 16 10 11 19 23 17 15 18 17 36 37 12 12 12 9 16 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 13 25 26 20 12 11 11 12 11 9 11 12 10 11 11 30 12 13 24 13 10 10 19 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-L658
14 24 14 10 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 28 15 15 17 17 11 11 19 23 14 15 18 19 37 37 11 13 11 9 15 16 8 10 10 8 9 10 12 23 23 16 10 12 12 17 9 12 22 21 13 12 11 13 11 11 12 12 34 14 9 16 12 26 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 23 13 10 10 20 15 18 13 24 16 13 15 24 12 23 18 9 14 17 9 12 11

R-P314.2
13 23 14 11 11 14 12 13 13 13 13 28 17 9 10 11 11 25 15 19 29 15 15 16 17 10 11 19 23 16 15 18 18 37 37 12 12 11 9 16 16 8 10 10 8 11 10 12 23 23 16 10 12 12 15 8 12 22 20 13 13 11 13 11 11 12 12 34 15 9 16 12 25 26 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 15 12 15 25 12 23 18 10 14 17 9 12 11

R-L362
13 23 14 11 11 14 12 13 12 13 13 28 17 9 10 11 11 25 15 19 29 15 15 16 17 10 11 19 23 16 15 18 18 37 38 12 12 11 9 16 16 8 10 10 8 11 10 12 23 23 17 10 12 12 15 8 12 22 20 13 13 11 13 11 11 12 12 36 15 9 16 12 25 26 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 15 13 15 25 12 23 18 10 14 17 9 12 11

R-Z253
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 15 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z2534
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z2185
13 24 14 10 11 15 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 10 10 19 23 15 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-L1066
13 24 14 10 11 15 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 10 10 19 23 15 15 17 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-L643
13 24 14 11 11 14 12 12 12 13 13 30 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 14 18 15 36 37 11 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 16 8 13 21 20 13 12 11 13 10 11 12 12 36 15 9 16 12 25 26 19 12 12 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 14 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-L226
13 24 14 11 11 14 12 12 11 13 13 29 17 8 9 11 11 25 15 19 29 13 13 15 17 11 11 19 23 15 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 15 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 24 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 25 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 18 9 12 11

R-DF73
13 24 14 11 11 14 12 12 13 14 13 30 17 9 10 11 11 24 15 19 30 14 15 16 17 11 11 19 23 16 15 19 17 35 37 13 12 11 9 15 16 8 12 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 11 12 11 13 11 11 12 12 33 15 9 17 12 26 26 19 12 12 12 12 10 9 12 12 10 11 11 30 12 12 24 13 10 10 20 15 18 14 24 16 12 15 25 12 23 18 10 14 17 9 13 11

R-L554
13 25 14 11 11 14 12 12 11 14 13 30 17 9 10 11 11 24 14 19 30 15 16 16 17 10 11 19 23 15 15 18 17 34 40 13 12 11 9 15 16 8 11 10 8 10 10 12 23 23 16 10 12 12 16 8 12 22 20 13 12 11 14 11 11 12 12 35 15 9 16 12 25 26 20 12 11 12 12 12 9 12 12 10 11 11 30 12 13 24 14 10 10 21 15 20 13 24 17 12 15 25 12 23 18 10 14 17 9 12 11

R-PF825.2
13 24 14 11 11 14 12 12 12 13 16 29 17 9 10 11 11 25 15 18 29 15 16 16 17 11 11 19 23 15 14 19 17 37 39 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 17 10 12 12 15 8 13 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 12 9 13 11 10 11 11 30 12 14 24 13 10 10 21 15 16 12 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z255
13 24 14 11 11 14 12 12 12 14 13 30 17 9 10 11 11 25 15 18 30 15 15 17 17 11 11 19 23 16 15 18 18 39 40 11 12 11 9 15 16 8 10 10 8 10 10 12 23 23 17 10 12 12 15 8 12 22 20 14 12 11 13 11 11 12 12 36 15 9 16 12 25 26 19 12 11 13 12 12 9 13 12 10 11 11 30 12 13 23 13 10 11 20 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-L96
13 24 14 10 11 14 12 12 12 13 13 29 17 9 10 11 11 24 15 19 29 15 15 17 17 11 11 18 23 16 15 19 19 36 38 12 12 11 9 15 16 8 11 10 8 10 10 12 23 23 17 10 12 12 15 8 12 23 21 13 12 11 13 11 11 12 12 36 15 9 16 12 26 26 19 12 11 11 12 11 9 12 12 10 11 11 29 12 13 24 13 10 10 20 15 19 15 24 17 12 15 24 12 24 18 10 14 17 9 12 11

R-L513
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 38 39 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 14 8 12 22 20 13 13 11 13 11 11 12 12 35 15 9 16 12 26 26 19 12 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 14 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-CTS3087
13 23 14 10 11 14 12 12 11 13 13 28 16 9 10 11 11 26 15 19 29 15 15 17 17 11 11 19 23 16 15 18 16 35 40 12 12 11 9 15 16 8 10 10 8 11 10 12 22 23 16 10 12 12 17 8 12 22 20 13 13 11 13 11 11 12 11 37 15 9 16 12 24 26 19 12 11 13 12 11 9 12 12 10 11 11 31 12 13 24 13 10 10 20 15 19 14 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-L706.2
13 24 15 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 31 15 15 17 17 11 11 18 23 16 15 18 18 37 38 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 15 8 13 22 20 13 13 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 12 13 12 11 9 12 12 10 11 11 30 12 13 23 13 10 10 20 15 17 13 25 15 12 15 24 12 23 18 10 14 16 9 12 11

R-L705.2
13 24 15 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 18 23 16 15 18 18 37 38 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 15 8 13 22 20 13 13 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 12 13 12 11 9 12 12 10 11 11 30 12 13 23 13 10 10 20 15 17 13 25 15 12 15 24 12 23 18 10 14 16 9 12 11

R-L193.1
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 14 8 12 22 20 13 13 11 13 12 12 12 12 36 15 9 16 12 26 26 19 12 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 19 15 18 14 24 15 12 15 24 12 23 18 10 14 16 9 12 11

R-P66
13 25 14 11 11 14 12 12 12 13 13 29 15 9 10 11 11 25 16 18 29 15 16 17 18 11 11 19 23 18 15 17 17 35 38 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 14 8 12 24 20 13 13 11 13 11 12 12 12 34 15 9 16 12 24 26 19 13 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 9 20 15 19 13 24 16 12 15 24 12 23 18 10 13 17 9 13 11

R-DF49
13 25 14 11 11 13 12 12 12 13 14 29 17 9 10 11 11 25 15 18 30 15 16 16 17 11 11 19 23 17 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 16 8 12 25 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-DF23
13 25 14 11 11 13 12 12 12 13 14 29 17 9 10 11 11 25 15 18 30 15 16 16 17 11 11 19 23 17 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 16 8 12 25 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11
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R-M222
13 25 14 11 11 13 12 12 12 13 14 29 17 9 10 11 11 25 15 18 30 15 16 16 17 11 11 19 23 17 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 16 8 12 25 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-U152
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z56
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 14 12 35 15 9 16 12 26 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z144
13 24 14 10 12 16 12 13 12 13 12 29 16 9 10 11 11 25 15 19 30 14 15 17 17 11 12 19 21 15 15 17 16 38 38 11 12 11 9 15 16 8 10 10 8 10 10 12 23 24 16 10 12 12 15 8 11 22 20 13 12 11 13 11 11 14 12 37 15 9 16 13 26 26 19 13 11 12 12 10 9 12 12 10 11 11 30 13 14 24 13 10 10 21 15 17 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-S47
13 24 14 10 11 15 12 12 12 13 13 29 16 9 9 10 11 25 14 19 32 14 15 17 17 11 10 19 23 15 14 18 17 37 38 13 12 11 9 15 16 8 10 10 8 10 10 12 22 23 16 10 12 12 14 8 12 22 20 13 12 11 13 11 11 14 12 35 15 9 16 12 26 26 19 12 11 13 11 12 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 23 16 12 15 24 12 23 18 10 14 17 9 13 11

R-L4
13 24 14 11 14 14 12 12 12 13 13 29 17 9 10 11 12 25 15 19 28 15 16 17 17 12 11 19 23 15 15 17 19 36 36 13 12 11 9 15 16 8 10 10 8 10 11 12 23 24 16 10 12 12 15 8 13 22 20 12 12 11 13 11 11 14 12 37 15 9 16 12 26 26 19 12 11 12 12 11 9 12 12 10 11 11 30 12 13 24 13 10 9 23 15 18 14 24 17 12 15 24 12 23 18 10 14 17 9 13 11

R-Z36
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L2
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 17 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z49
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 15 15 17 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 12 26 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z142
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 15 15 17 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 23 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L562
13 24 14 11 11 14 12 12 12 13 13 29 17 9 9 11 11 25 15 19 29 15 16 16 17 11 11 19 23 16 15 17 17 37 38 12 12 11 9 15 16 8 10 10 8 10 11 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 37 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 14 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-L196
13 24 14 11 10 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 17 15 19 17 35 36 12 12 11 9 15 17 8 10 10 8 10 10 12 23 23 17 10 12 12 15 8 13 23 20 13 12 11 13 11 11 12 11 33 14 10 16 12 27 26 19 12 11 12 11 10 9 14 12 11 11 11 30 12 13 24 13 10 10 20 15 19 14 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z367
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 10 11 19 23 15 15 17 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 14 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z34
13 24 13 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 10 11 19 23 16 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 10 11 12 12 36 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 14 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z35
13 24 13 11 11 14 12 12 12 13 13 29 16 9 10 11 11 25 15 19 29 15 15 17 17 10 11 19 23 16 14 18 17 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 14 8 12 22 20 13 12 11 13 10 11 12 12 36 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 14 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z275
13 24 13 11 11 14 12 12 11 13 13 29 19 9 10 11 11 25 15 19 29 15 15 17 17 10 11 19 23 16 14 19 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 12 24 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 11 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L20
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 10 11 19 23 15 15 17 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 14 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-DF27
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 37 37 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L881
13 24 14 11 11 14 12 12 11 14 13 30 20 9 10 11 11 26 15 19 29 14 15 17 17 11 11 19 23 16 15 17 17 36 37 13 12 11 9 15 16 8 11 10 8 10 11 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 11 25 26 19 12 11 12 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 24 17 11 15 24 12 23 17 10 14 17 9 12 11

R-L617
13 24 14 11 11 14 12 12 11 13 13 29 17 9 10 11 11 25 15 19 29 15 16 17 17 11 11 19 23 16 15 17 17 35 37 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 11 26 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 12 24 13 10 10 20 15 19 13 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-Z196
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 16 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 16 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-DF17
13 23 15 11 11 14 12 12 12 13 13 29 16 9 10 11 11 25 15 18 29 15 15 16 17 11 11 19 23 16 15 18 18 37 39 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 26 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 16 9 12 11

R-L176.2
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 16 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 16 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 25 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-CTS4188
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 30 15 15 15 17 11 11 19 23 16 15 18 17 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 16 8 12 22 20 13 12 11 15 11 11 12 12 35 15 9 16 12 26 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 14 10 10 22 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L165
13 25 14 11 11 14 12 12 12 13 13 29 16 9 10 11 11 25 15 19 31 14 15 15 17 11 11 19 23 16 15 18 16 37 37 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 16 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 13 26 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 18 15 19 14 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-Z262
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 18 18 38 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 10 16 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 17 12 25 26 19 12 11 12 12 10 9 12 12 10 11 11 30 12 13 24 13 11 10 22 15 19 13 24 17 12 15 24 12 23 19 10 14 17 9 12 11
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Notes

The Tree

The tree was generated using a custom neighbor-joining algorithm which takes into account constraints imposed by SNP results.  The STR data 
came from Mike Walsh’s Excel spreadsheets on 2013-11-23, while the SNP data came various FamilyTreeDNA projects on 2013-11-23.  Only members 
with 111 FTDNA markers were used.

Those men whose entries are colored green have tested positive for the SNP corresponding to the branch on which they’re located.  Those men 
whose names are blue are positioned only by virtue of their STR results.

Modal Values

For the calculation of the modal haplotypes, in the event of a tie for a particular marker, with two or more different allele values having the same count of haplotypes,
the allele closest to the R-M343 modal haplotype was chosen.  The was done so that the modal haplotype would more closely resemble what might be the ancestral
haplotype for the cluster.

Allele Distribution Diagram

The allele distribution plot attempts to display relative frequency information of the various allele values for each marker.  For each possible allele value
of each marker, a different coloured box is used to represent the fraction of haplotypes, with that particular allele value.  A red box indicates that more
than 50% of the haplotypes have that particular value, an orange box indicates more than 33% have that particular value, yellow for more than 25%, and
blue indicates that the fraction is simply greater than 0.

If the fraction for an allele is within 5% of what it is for the modal value, I have indicated that allele with a small circle.  The idea here, is that if
the other allele value is so close, then if you were to use different sample data, you could potentially end up with a different modal value.

- greater than 0% of haplotypes
- greater than 25% of haplotypes
- greater than 33% of haplotypes
- greater than 50% of haplotypes

Consider the following example of DYS 464c for the whole of R-L21.  We look at what fraction of the people in this cluster have a particular allele value.
The modal value is clearly 17, but 16 is not far behind.  As 16 is within 5% of the modal value, I have indicated that close relationship with a small circle.

Allele Count Fraction Colour
19 0 0.00%
18 14 0.94%
17 694 46.80%
16 626 42.21%
15 145 9.78%
14 2 0.13%
13 2 0.13%
12 0 0.00%

modal

Tree and analysis completed by Alexander R. Williamson on December 8, 2013.


